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Education & Training 

1989 – 1994 B.S., Biochemistry; College & Departmental Honors (Magna cum 
laude) 
University of California, Los Angeles (UCLA) 
Los Angeles, CA, United States 

1994 – 2003 M.D., Medical Scientist Training Program (NIH MSTP) 
Stanford University School of Medicine 
Stanford, CA, United States 

1996 – 2001 Ph.D., Biophysics (Advisor: Patrick O. Brown, MD/PhD) 
Thesis: Genome-scale characterization of normal & pathological expression 
programs in immune cells 
Department of Biochemistry, Stanford University & HHMI-NIH 
Stanford, CA and Bethesda, MD, United States 

2004 – 2006 Intern/Resident in Medicine, Clinical Investigator Pathway 
Stanford Hospital & Stanford University School of Medicine 
Stanford, CA, United States 

2006 – 2009 Fellow in Hematology & Medical Oncology 
Stanford University School of Medicine 
Stanford, CA, United States 
Clinical Mentor: Sandra Horning, MD 

2007 – 2010 Post-Doctoral Fellowship 
Stanford University School of Medicine 
Stanford, CA, United States 
Training Program in Investigative Hematology 
Lab Mentors: Irving Weissman, MD & Ronald Levy, MD 

Academic Appointments 

07/01/03 – 06/01/04 Fellow, Department of Microbiology & Immunology, UC San Francisco 
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09/01/09 – 08/31/10  Instructor, Department of Medicine (Oncology), Stanford University 
09/01/10 – 06/30/11 Acting Assistant Professor of Medicine (Oncology), Stanford 

University 
07/01/11 – 03/31/18  Assistant Professor of Medicine (Oncology), Stanford University 
04/01/18 – 08/31/21 Associate Professor of Medicine (Oncology), Stanford University 
09/01/21 – Present Professor of Medicine (Oncology), Stanford University 

Licensure & Certifications 

June 2005 Practitioner, Drug Enforcement Administration, US Department of 
Justice  

August 2005 Physician & Surgeon, Medical Board of California 
October 2006 National Provider, US Department of Health & Human Services 
August 2008 Diplomate, Board Certification in Internal Medicine 

American Board of Internal Medicine 
November 2009 Diplomate, Board Certification in Hematology 

American Board of Internal Medicine 
November 2009 Diplomate, Board Certification in Medical Oncology 

American Board of Internal Medicine 

Honors & Awards 

1990 – 1994 UCLA Honors Collegium, Magna cum laude 
Jun.    1995 NIH Medical Student Research Fellow Award, NIH/NCI 
1996 – 1998  Research Scholar Award, HHMI-NIH 
1997 – 1998  Intramural Research Award, NIH/NCI  
Jun.    1998  Research Scholar Award for Outstanding Research, HHMI 

 1998 – 2003  Medical Scientist Training Program (MSTP) Award, NIH  
2003 – 2004  UCSF Faculty Fellow Award/Sandler Foundation Award 
2004 – 2005  Franklin G. Ebaugh, Jr. Award, Dept. of Medicine, Stanford 
2004 – 2010  Clinical Investigator Program: Award, Stanford Medical Center 
2008 – 2009 Ruth L. Kirschstein National Research Service Award 
2010 – 2013 Leukemia & Lymphoma Society Special Fellow in Clinical Research 
2010 – 2013 American Society of Clinical Oncology Career Development Award 
2010 – Pres Josephine Q. Berry Faculty Scholar in Cancer Research, Stanford  
2010 – Pres Bent & Janet Cardan Oncology Research Fellow 
2011 – 2014 Doris Duke Clinical Scientist Development Award  
2012 – 2015 Gabrielle’s Angel Foundation Research Award 
2012 – 2015 Lymphoma Research Foundation, FL Pathways Research Award 
2012 – 2014 Stanford Hospital & Clinics, Cancer Innovation Award 
2013 – 2014 Coulter Foundation Award 
2014 – 2017  Damon Runyon Cancer Research Foundation Clinical Investigator  
2014 – 2015  Celgene Young Investigator Award (Clinical Research in Hematology) 
2014 – 2016  V-Foundation Scholar Award/Martin Abeloff Award (Top Ranking 

Scholar) 
2015 – 2017 American Society of Hematology Scholar Award 
Oct.    2016 American Red Cross (Blood Services Hero) 
Jan.    2017 Inducted into American Society of Clinical Investigation 

2019 – 2024 Leukemia & Lymphoma Society Scholar Award 
Oct. 2021 Moghadam Family Professor of Medicine 
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Publication Metrics (as of 07-07-2025 as measured by Google Scholar & Scopus) 

Citations = 89,125  h-Index = 99   i10-Index = 199 

 

 
 

Peer Reviewed Original Articles (n=143) 

1998 – 2000 (n=4) 

1. Pollack JR, Perou CM, Alizadeh AA, Eisen MB, Pergamenschikov A, Williams CF, Jeffrey SS, 
Botstein D, Brown PO. Genome-wide analysis of DNA copy-number changes using cDNA 
microarrays. Nat Genet. 1999;23(1):41-6. doi:10.1038/12640. PubMedID: 10471496 

2. Alizadeh AA, Eisen MB, Davis RE, Ma C, Lossos IS, Rosenwald A, Boldrick JC, Sabet H, Tran T, Yu 
X, Powell JI, Yang L, Marti GE, Moore T, Hudson J, Jr., Lu L, Lewis DB, Tibshirani R, Sherlock G, 
Chan WC, Greiner TC, Weisenburger DD, Armitage JO, Warnke R, Levy R, Wilson W, Grever MR, 
Byrd JC, Botstein D, Brown PO, Staudt LM. Distinct types of diffuse large B-cell lymphoma 
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identified by gene expression profiling. Nature. 2000;403(6769):503-11. doi:10.1038/35000501. 
PubMedID: 10676951 

3. Hastie T, Tibshirani R, Eisen MB, Alizadeh A, Levy R, Staudt L, Chan WC, Botstein D, Brown P. 
'Gene shaving' as a method for identifying distinct sets of genes with similar expression patterns. 
Genome Biol. 2000;1(2):RESEARCH0003. doi:10.1186/gb-2000-1-2-research0003. PubMedID: 11178228; 
PMCID: 15015 

4. Lossos IS, Alizadeh AA, Eisen MB, Chan WC, Brown PO, Botstein D, Staudt LM, Levy R. Ongoing 
immunoglobulin somatic mutation in germinal center B cell-like but not in activated B cell-like 
diffuse large cell lymphomas. Proc Natl Acad Sci U S A. 2000;97(18):10209-13. 
doi:10.1073/pnas.180316097. PubMedID: 10954754; PMCID: 27813 

2001– 2005 (n=20) 

1. Rosenwald A, Alizadeh AA, Widhopf G, Simon R, Davis RE, Yu X, Yang L, Pickeral OK, Rassenti 
LZ, Powell J, Botstein D, Byrd JC, Grever MR, Cheson BD, Chiorazzi N, Wilson WH, Kipps TJ, 
Brown PO, Staudt LM. Relation of gene expression phenotype to immunoglobulin mutation 
genotype in B cell chronic lymphocytic leukemia. J Exp Med. 2001;194(11):1639-47. 
doi:10.1084/jem.194.11.1639. PubMedID: 11733578; PMCID: 2193523 

2. Boldrick JC, Alizadeh AA, Diehn M, Dudoit S, Liu CL, Belcher CE, Botstein D, Staudt LM, Brown 
PO, Relman DA. Stereotyped and specific gene expression programs in human innate immune 
responses to bacteria. Proc Natl Acad Sci U S A. 2002;99(2):972-7. doi:10.1073/pnas.231625398. 
PubMedID: 11805339; PMCID: 117415 

3. Clement K, Viguerie N, Diehn M, Alizadeh A, Barbe P, Thalamas C, Storey JD, Brown PO, Barsh 
GS, Langin D. In vivo regulation of human skeletal muscle gene expression by thyroid hormone. 
Genome Res. 2002;12(2):281-91. doi:10.1101/gr.207702. PubMedID: 11827947; PMCID: 155277 

4. Diehn* M, Alizadeh* AA, Rando* OJ, Liu* CL, Stankunas K, Botstein D, Crabtree GR, Brown PO. 
Genomic expression programs and the integration of the CD28 costimulatory signal in T cell 
activation. Proc Natl Acad Sci U S A. 2002;99(18):11796-801. doi:10.1073/pnas.092284399. PubMedID: 
12195013; PMCID: 129348. (*Contributed Equally)  

5. Huang JZ, Sanger WG, Greiner TC, Staudt LM, Weisenburger DD, Pickering DL, Lynch JC, 
Armitage JO, Warnke RA, Alizadeh AA, Lossos IS, Levy R, Chan WC. The t(14;18) defines a unique 
subset of diffuse large B-cell lymphoma with a germinal center B-cell gene expression profile. Blood. 
2002;99(7):2285-90. doi:10.1182/blood.v99.7.2285. PubMedID: 11895757 

6. Liu CL, Prapong W, Natkunam Y, Alizadeh A, Montgomery K, Gilks CB, van de Rijn M. Software 
tools for high-throughput analysis and archiving of immunohistochemistry staining data obtained 
with tissue microarrays. Am J Pathol. 2002;161(5):1557-65. doi:10.1016/S0002-9440(10)64434-3. 
PubMedID: 12414504; PMCID: 1850765 

7. Lossos* IS, Alizadeh* AA, Diehn M, Warnke R, Thorstenson Y, Oefner PJ, Brown PO, Botstein D, 
Levy R. Transformation of follicular lymphoma to diffuse large-cell lymphoma: alternative patterns 
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with increased or decreased expression of c-myc and its regulated genes. Proc Natl Acad Sci U S A. 
2002;99(13):8886-91. doi:10.1073/pnas.132253599. PubMedID: 12077300; PMCID: 124393. 
(*Contributed Equally)  

8. Diehn M, Sherlock G, Binkley G, Jin H, Matese JC, Hernandez-Boussard T, Rees CA, Cherry JM, 
Botstein D, Brown PO, Alizadeh AA. SOURCE: a unified genomic resource of functional 
annotations, ontologies, and gene expression data. Nucleic Acids Res. 2003;31(1):219-23. 
doi:10.1093/nar/gkg014. PubMedID: 12519986; PMCID: 165461 

9. Lossos IS, Alizadeh AA, Rajapaksa R, Tibshirani R, Levy R. HGAL is a novel interleukin-4-inducible 
gene that strongly predicts survival in diffuse large B-cell lymphoma. Blood. 2003;101(2):433-40. 
doi:10.1182/blood-2002-06-1931. PubMedID: 12509382 

10. Martinez-Climent JA, Alizadeh AA, Segraves R, Blesa D, Rubio-Moscardo F, Albertson DG, Garcia-
Conde J, Dyer MJ, Levy R, Pinkel D, Lossos IS. Transformation of follicular lymphoma to diffuse 
large cell lymphoma is associated with a heterogeneous set of DNA copy number and gene 
expression alterations. Blood. 2003;101(8):3109-17. doi:10.1182/blood-2002-07-2119. PubMedID: 
12406872 

11. Roose JP, Diehn M, Tomlinson MG, Lin J, Alizadeh AA, Botstein D, Brown PO, Weiss A. T cell 
receptor-independent basal signaling via Erk and Abl kinases suppresses RAG gene expression. 
PLoS Biol. 2003;1(2):E53. doi:10.1371/journal.pbio.0000053. PubMedID: 14624253; PMCID: 261890 

12. Sarwal M, Chen* X, Chua M, Kambham N, Hsieh S, Satterwhite T, Alizadeh* A, Masek M, Diehn* 
M, Salvatierra O, Jr., Brown* P. Molecular heterogeneity in acute renal allograft rejection identified 
by DNA microarray profiling. N Engl J Med. 2003;349(2):125-38. doi:10.1056/NEJMoa035588. 
PubMedID: 12853585. (*4 authors withdrew names in protesting NEJM open access publication 
policy as described here https://www.nature.com/articles/425334a ; PubMed PMID: PMID: 
14508450).  

13. van der Pouw Kraan TC, van Gaalen FA, Kasperkovitz PV, Verbeet NL, Smeets TJ, Kraan MC, Fero 
M, Tak PP, Huizinga TW, Pieterman E, Breedveld FC, Alizadeh AA, Verweij CL. Rheumatoid 
arthritis is a heterogeneous disease: evidence for differences in the activation of the STAT-1 
pathway between rheumatoid tissues. Arthritis Rheum. 2003;48(8):2132-45. doi:10.1002/art.11096. 
PubMedID: 12905466 

14. Whitney AR, Diehn M, Popper SJ, Alizadeh AA, Boldrick JC, Relman DA, Brown PO. Individuality 
and variation in gene expression patterns in human blood. Proc Natl Acad Sci U S A. 
2003;100(4):1896-901. doi:10.1073/pnas.252784499. PubMedID: 12578971; PMCID: 149930 

15. Chang HY, Sneddon JB, Alizadeh AA, Sood R, West RB, Montgomery K, Chi JT, van de Rijn M, 
Botstein D, Brown PO. Gene expression signature of fibroblast serum response predicts human 
cancer progression: similarities between tumors and wounds. PLoS Biol. 2004;2(2):E7. 
doi:10.1371/journal.pbio.0020007. PubMedID: 14737219; PMCID: 314300 
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16. Lossos IS, Czerwinski DK, Alizadeh AA, Wechser MA, Tibshirani R, Botstein D, Levy R. Prediction 
of survival in diffuse large-B-cell lymphoma based on the expression of six genes. N Engl J Med. 
2004;350(18):1828-37. doi:10.1056/NEJMoa032520. PubMedID: 15115829 

17. Lossos IS, Levy R, Alizadeh AA. AID is expressed in germinal center B-cell-like and activated B-
cell-like diffuse large-cell lymphomas and is not correlated with intraclonal heterogeneity. Leukemia. 
2004;18(11):1775-9. doi:10.1038/sj.leu.2403488. PubMedID: 15385936 

18. Pathan N, Hemingway* CA, Alizadeh* AA, Stephens AC, Boldrick JC, Oragui EE, McCabe C, 
Welch SB, Whitney A, O'Gara P, Nadel S, Relman DA, Harding SE, Levin M. Role of interleukin 6 in 
myocardial dysfunction of meningococcal septic shock. Lancet. 2004;363(9404):203-9. 
doi:10.1016/S0140-6736(03)15326-3. PubMedID: 14738793. (*Contributed Equally)  

19. Rosenwald A, Chuang EY, Davis RE, Wiestner A, Alizadeh AA, Arthur DC, Mitchell JB, Marti GE, 
Fowler DH, Wilson WH, Staudt LM. Fludarabine treatment of patients with chronic lymphocytic 
leukemia induces a p53-dependent gene expression response. Blood. 2004;104(5):1428-34. 
doi:10.1182/blood-2003-09-3236. PubMedID: 15138159 

20. Lu X, Nechushtan H, Ding F, Rosado MF, Singal R, Alizadeh AA, Lossos IS. Distinct IL-4-induced 
gene expression, proliferation, and intracellular signaling in germinal center B-cell-like and 
activated B-cell-like diffuse large-cell lymphomas. Blood. 2005;105(7):2924-32. doi:10.1182/blood-
2004-10-3820. PubMedID: 15591113 

2006 – 2010 (n=12) 

1. Palmer C, Diehn M, Alizadeh AA, Brown PO. Cell-type specific gene expression profiles of 
leukocytes in human peripheral blood. BMC Genomics. 2006;7:115. doi:10.1186/1471-2164-7-115. 
PubMedID: 16704732; PMCID: 1479811 

2. Chiu CY, Alizadeh AA, Rouskin S, Merker JD, Yeh E, Yagi S, Schnurr D, Patterson BK, Ganem D, 
DeRisi JL. Diagnosis of a critical respiratory illness caused by human metapneumovirus by use of a 
pan-virus microarray. J Clin Microbiol. 2007;45(7):2340-3. doi:10.1128/JCM.00364-07. PubMedID: 
17494722; PMCID: 1933008 

3. Gentles AJ, Alizadeh AA, Lee SI, Myklebust JH, Shachaf CM, Shahbaba B, Levy R, Koller D, 
Plevritis SK. A pluripotency signature predicts histologic transformation and influences survival in 
follicular lymphoma patients. Blood. 2009;114(15):3158-66. doi:10.1182/blood-2009-02-202465. 
PubMedID: 19636063; PMCID: 2759646. (*Contributed Equally)  

4. Houot R, Goldstein MJ, Kohrt HE, Myklebust JH, Alizadeh AA, Lin JT, Irish JM, Torchia JA, 
Kolstad A, Chen L, Levy R. Therapeutic effect of CD137 immunomodulation in lymphoma and its 
enhancement by Treg depletion. Blood. 2009;114(16):3431-8. doi:10.1182/blood-2009-05-223958. 
PubMedID: 19641184; PMCID: 2765679 

5. Majeti* R, Chao* MP, Alizadeh AA, Pang WW, Jaiswal S, Gibbs KD, Jr., van Rooijen N, Weissman 
IL. CD47 is an adverse prognostic factor and therapeutic antibody target on human acute myeloid 
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leukemia stem cells. Cell. 2009;138(2):286-99. doi:10.1016/j.cell.2009.05.045. PubMedID: 19632179; 
PMCID: 2726837. (*Contributed Equally)  

6. Alizadeh AA, Bohen SP, Lossos C, Martinez-Climent JA, Ramos JC, Cubedo-Gil E, Harrington WJ, 
Jr., Lossos IS. Expression profiles of adult T-cell leukemia-lymphoma and associations with clinical 
responses to zidovudine and interferon alpha. Leuk Lymphoma. 2010;51(7):1200-16. 
doi:10.3109/10428191003728628. PubMedID: 20370541; PMCID: 4296320 

7. Chao MP, Jaiswal S, Weissman-Tsukamoto R, Alizadeh AA, Gentles AJ, Volkmer J, Weiskopf K, 
Willingham SB, Raveh T, Park CY, Majeti R, Weissman IL. Calreticulin is the dominant pro-
phagocytic signal on multiple human cancers and is counterbalanced by CD47. Sci Transl Med. 
2010;2(63):63ra94. doi:10.1126/scitranslmed.3001375. PubMedID: 21178137; PMCID: 4126904 

8. Chao* MP, Alizadeh* AA, Tang C, Myklebust JH, Varghese B, Gill S, Jan M, Cha AC, Chan CK, Tan 
BT, Park CY, Zhao F, Kohrt HE, Malumbres R, Briones J, Gascoyne RD, Lossos IS, Levy R, 
Weissman IL, Majeti R. Anti-CD47 antibody synergizes with rituximab to promote phagocytosis 
and eradicate non-Hodgkin lymphoma. Cell. 2010;142(5):699-713. doi:10.1016/j.cell.2010.07.044. 
PubMedID: 20813259; PMCID: 2943345. (*Contributed Equally)  

9. Gentles AJ, Plevritis SK, Majeti R, Alizadeh AA. Association of a leukemic stem cell gene expression 
signature with clinical outcomes in acute myeloid leukemia. JAMA. 2010;304(24):2706-15. 
doi:10.1001/jama.2010.1862. PubMedID: 21177505; PMCID: 4089862 

10. Irish JM, Myklebust JH, Alizadeh AA, Houot R, Sharman JP, Czerwinski DK, Nolan GP, Levy R. B-
cell signaling networks reveal a negative prognostic human lymphoma cell subset that emerges 
during tumor progression. Proc Natl Acad Sci U S A. 2010;107(29):12747-54. 
doi:10.1073/pnas.1002057107. PubMedID: 20543139; PMCID: 2919949 

11. Kohrt HE, Patel S, Ho M, Owen T, Pollyea DA, Majeti R, Gotlib J, Coutre S, Liedtke M, Berube C, 
Alizadeh AA, Medeiros BC. Second-line mitoxantrone, etoposide, and cytarabine for acute myeloid 
leukemia: a single-center experience. Am J Hematol. 2010;85(11):877-81. doi:10.1002/ajh.21857. 
PubMedID: 20872554 

12. Medeiros BC, Kohrt HE, Arber DA, Bangs CD, Cherry AM, Majeti R, Kogel KE, Azar CA, Patel S, 
Alizadeh AA. Immunophenotypic features of acute myeloid leukemia with 
inv(3)(q21q26.2)/t(3;3)(q21;q26.2). Leuk Res. 2010;34(5):594-7. doi:10.1016/j.leukres.2009.08.029. 
PubMedID: 19781775; PMCID: 5568665 

2011– 2015 (n=35) 

1. Alizadeh AA, Gentles AJ, Alencar AJ, Liu CL, Kohrt HE, Houot R, Goldstein MJ, Zhao S, Natkunam 
Y, Advani RH, Gascoyne RD, Briones J, Tibshirani RJ, Myklebust JH, Plevritis SK, Lossos IS, Levy R. 
Prediction of survival in diffuse large B-cell lymphoma based on the expression of 2 genes reflecting 
tumor and microenvironment. Blood. 2011;118(5):1350-8. doi:10.1182/blood-2011-03-345272. 
PubMedID: 21670469; PMCID: 3152499 
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2. Chao MP, Alizadeh AA, Tang C, Jan M, Weissman-Tsukamoto R, Zhao F, Park CY, Weissman IL, 
Majeti R. Therapeutic antibody targeting of CD47 eliminates human acute lymphoblastic leukemia. 
Cancer Res. 2011;71(4):1374-84. doi:10.1158/0008-5472.CAN-10-2238. PubMedID: 21177380; PMCID: 
3041855 

3. Hosein PJ, Pastorini VH, Paes FM, Eber D, Chapman JR, Serafini AN, Alizadeh AA, Lossos IS. 
Utility of positron emission tomography scans in mantle cell lymphoma. Am J Hematol. 
2011;86(10):841-5. doi:10.1002/ajh.22126. PubMedID: 21922524 

4. Jan M, Chao MP, Cha AC, Alizadeh AA, Gentles AJ, Weissman IL, Majeti R. Prospective separation 
of normal and leukemic stem cells based on differential expression of TIM3, a human acute myeloid 
leukemia stem cell marker. Proc Natl Acad Sci U S A. 2011;108(12):5009-14. 
doi:10.1073/pnas.1100551108. PubMedID: 21383193; PMCID: 3064328 

5. Kohrt HE, Houot R, Goldstein MJ, Weiskopf K, Alizadeh AA, Brody J, Muller A, Pachynski R, 
Czerwinski D, Coutre S, Chao MP, Chen L, Tedder TF, Levy R. CD137 stimulation enhances the 
antilymphoma activity of anti-CD20 antibodies. Blood. 2011;117(8):2423-32. doi:10.1182/blood-2010-
08-301945. PubMedID: 21193697; PMCID: 3062409 

6. Levy D, Liu CL, Yang Z, Newman AM, Alizadeh AA, Utz PJ, Gozani O. A proteomic approach for 
the identification of novel lysine methyltransferase substrates. Epigenetics Chromatin. 2011;4:19. 
doi:10.1186/1756-8935-4-19. PubMedID: 22024134; PMCID: 3212905. Participated in acquisition of 
data, analysis and interpretation of data, and critical revision of the manuscript.  

7. Anderson MW, Zhao S, Freud AG, Czerwinski DK, Kohrt H, Alizadeh AA, Houot R, Azambuja D, 
Biasoli I, Morais JC, Spector N, Molina-Kirsch HF, Warnke RA, Levy R, Natkunam Y. CD137 is 
expressed in follicular dendritic cell tumors and in classical Hodgkin and T-cell lymphomas: 
diagnostic and therapeutic implications. Am J Pathol. 2012;181(3):795-803. 
doi:10.1016/j.ajpath.2012.05.015. PubMedID: 22901750; PMCID: 3432425. Participated in acquisition 
of data, analysis and interpretation of data, and critical revision of the manuscript.  

8. Huse K, Bakkebo M, Walchli S, Oksvold MP, Hilden VI, Forfang L, Bredahl ML, Liestol K, Alizadeh 
AA, Smeland EB, Myklebust JH. Role of Smad proteins in resistance to BMP-induced growth 
inhibition in B-cell lymphoma. PLoS One. 2012;7(10):e46117. doi:10.1371/journal.pone.0046117. 
PubMedID: 23049692; PMCID: 3462182. Participated in acquisition of data, analysis and 
interpretation of data, and critical revision of the manuscript.  

9. Liu CL, Tangsombatvisit S, Rosenberg JM, Mandelbaum G, Gillespie EC, Gozani OP, Alizadeh* AA, 
Utz* PJ. Specific post-translational histone modifications of neutrophil extracellular traps as 
immunogens and potential targets of lupus autoantibodies. Arthritis Res Ther. 2012;14(1):R25. 
doi:10.1186/ar3707. PubMedID: 22300536; PMCID: 3392818. (*Contributed Equally/Corresponding 
Author) Participated in acquisition of data, analysis and interpretation of data, and critical revision 
of the manuscript.  

10. McClellan JS, Kohrt HE, Coutre S, Gotlib JR, Majeti R, Alizadeh* AA, Medeiros* BC. Treatment 
advances have not improved the early death rate in acute promyelocytic leukemia. Haematologica. 
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2012;97(1):133-6. doi:10.3324/haematol.2011.046490. PubMedID: 21993679; PMCID: 3248942. 
(*Contributed Equally) Participated in acquisition of data, analysis and interpretation of data, and 
critical revision of the manuscript.  

11. Pachynski RK, Zabel BA, Kohrt HE, Tejeda NM, Monnier J, Swanson CD, Holzer AK, Gentles AJ, 
Sperinde GV, Edalati A, Hadeiba HA, Alizadeh AA, Butcher EC. The chemoattractant chemerin 
suppresses melanoma by recruiting natural killer cell antitumor defenses. J Exp Med. 
2012;209(8):1427-35. doi:10.1084/jem.20112124. PubMedID: 22753924; PMCID: 3409495. Participated 
in acquisition of data, analysis and interpretation of data, and critical revision of the manuscript.  

12. Powel MS, Alizadeh AA, Budvytiene I, Schaenman JM, Banaei N. First isolation of Cryptococcus 
uzbekistanensis from an immunocompromised patient with Lymphoma. J Clin Microbiol. 
2012;50(3):1125-7. doi:10.1128/JCM.05678-11. PubMedID: 22189126; PMCID: 3295126. Participated in 
acquisition of data, analysis and interpretation of data, and critical revision of the manuscript.  

13. Sachen KL, Strohman MJ, Singletary J, Alizadeh AA, Kattah NH, Lossos C, Mellins ED, Levy S, 
Levy R. Self-antigen recognition by follicular lymphoma B-cell receptors. Blood. 2012;120(20):4182-
90. doi:10.1182/blood-2012-05-427534. PubMedID: 23024238; PMCID: 3501716. Participated in 
acquisition of data, analysis and interpretation of data, and critical revision of the manuscript.  

14. Sun D, Elson P, Liedtke M, Medeiros BC, Earl M, Alizadeh A, Bates J, Sekeres MA, Coutre S, 
Kalaycio M, Sobecks R, Copelan E, Advani AS. Absolute lymphocyte count at day 28 independently 
predicts event-free and overall survival in adults with newly diagnosed acute lymphoblastic 
leukemia. Am J Hematol. 2012;87(10):957-60. doi:10.1002/ajh.23279. PubMedID: 22729847 

15. Volkmer JP, Sahoo D, Chin RK, Ho PL, Tang C, Kurtova AV, Willingham SB, Pazhanisamy SK, 
Contreras-Trujillo H, Storm TA, Lotan Y, Beck AH, Chung BI, Alizadeh AA, Godoy G, Lerner SP, 
van de Rijn M, Shortliffe LD, Weissman IL, Chan KS. Three differentiation states risk-stratify 
bladder cancer into distinct subtypes. Proc Natl Acad Sci U S A. 2012;109(6):2078-83. 
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machine learning. Cancer Research. 2025;85(8_Supplement_1):2384-. doi: 10.1158/1538-7445.Am2025-
2384. 

81. Nanjo S, Tej A, Jin M, Yano S, Hui A, Nagpal S, Gephart M, Alizadeh AA, Diehn M, editors. 
Optimization of leptomeningeal carcinomatosis treatment in lung cancer using cerebrospinal fluid 
tumor-derived DNA. Cancer Science; 2025: WILEY 111 RIVER ST, HOBOKEN 07030-5774, NJ USA. 

82. Ransohoff J, Carleton MA, Barroso SM, Bean G, Maltos A, Ford J, Duran G, Khodadoust M, Telli 
ML, Alizadeh AA, Kurtz DM. Abstract P1-02-19: Spatially defining T-cell clonal evolution in post-
neoadjuvant breast cancer and association with molecular residual disease. Clinical Cancer Research. 
2025;31(12_Supplement):P1-02-19-P1-02-19. doi: 10.1158/1557-3265.Sabcs24-p1-02-19. 

83. Ransohoff J, Carleton MA, Barroso SM, Bean G, Maltos A, Ford J, Duran G, Khodadoust M, Telli 
ML, Alizadeh AA, Kurtz DM. Abstract P4-03-17: Enhanced spatial detection of post-neoadjuvant 
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breast cancer minimal residual disease by tissue-based Cancer Personalized Profiling by Deep 
Sequencing. Clinical Cancer Research. 2025;31(12_Supplement):P4-03-17-P4-03-17. doi: 10.1158/1557-
3265.Sabcs24-p4-03-17. 

84. Ransohoff JD, Carleton MA, Barroso SM, Phillips N, Maltos A, Bean G, Goldstein J, Zhou C, 
Gunaratne R, Hosoya H, Duran G, Khodadoust M, Ford J, Tibshirani R, Telli ML, Kurtz D, Alizadeh 
AA. Abstract 6352: Defining spatial molecular residual disease by personalized tumor tissue 
profiling. Cancer Research. 2025;85(8_Supplement_1):6352-. doi: 10.1158/1538-7445.Am2025-6352. 

85. Tessoulin B, Rossi C, Boegeholz J, Goldstein J, Callanan M, Alig S, Craig A, Schroers-Martin J, 
Sworder B, Cohen J, Greenwell IB, Liu CL, Olsen M, Diehn M, Le Gouill S, Alizadeh AA. Clinical 
Validity of Noninvasive Genotyping of Mcl at Diagnosis from Blood Plasma by Circulating Tumor 
DNA Profiling. Hematological Oncology. 2025;43(S3):e151_70093. doi: 10.1002/hon.70093_151. 

86. Wang R, Almanza D, Olsen M, Kang X, King D, Diehn M, Alizadeh AA. Abstract 1950: Enhanced 
detection of pancreatic cancer through methylation-based liquid biopsy: insights into tumor 
heterogeneity, early alterations, and stromal contributions. Cancer Research. 2025; 
85(8_Supplement_1): 1950-. doi: 10.1158/1538-7445.Am2025-1950. 

87. Wang S, Nijland M, Strobbe L, Oosterveld M, Boersma R, Koene HR, Klerk C, de Jongh E, Koster A, 
Pruijt H, van der Poel M, van Werkhoven ED, Dinmohamed A, Close S, Brown K, Meek S, Alizadeh 
AA, Kurtz DM, Chamuleau M. Prospective validation of end of treatment ctDNA-MRD by PhasED-
Seq in DLBCL patients from a national trial. Journal of Clinical Oncology. 2025;43(16_suppl):7000-. doi: 
10.1200/JCO.2025.43.16_suppl.7000. 

88. Wang Z, Hui AB, Alizadeh AA, Diehn M, Moding EJ. Abstract P017: Circulating tumor DNA 
kinetics identify prodynorphin signaling as a target to radiosensitize non-small cell lung cancer. 
Clinical Cancer Research. 2025;31(2_Supplement):P017-P. doi: 10.1158/1557-3265.Targetedtherap-p017. 

Professional Memberships 

2006 – Pres  Member, American Society of Hematology (ASH) 
2009 – Pres Member, American Society for Clinical Oncology (ASCO) 
2010 – Pres Member, American Association for Cancer Research (AACR) 
2016 – Pres American Society for Clinical Investigation (ASCI) 
2024 – Pres American Society for Transplantation and Cellular Therapy (ASTCT) 

Editorial Review Service 

2019 – Pres Journal Editorial Board Service 
  Cell; Cancer Discovery; Blood Cancer Discovery; JCO Precision Oncology 
1998 – Pres Ad Hoc Peer Review 

Science; Cell, Nature; Journal of Clinical Oncology; Nature Genetics; Nature Medicine; 
Nature Biotechnology; Nature Methods; Nature Communications; Cancer Cell; New 
England Journal of Medicine; Journal of Clinical Investigation; Journal of Experimental 
Medicine; Blood; Blood Cancer Discovery; Science Translational Medicine; PNAS; Lancet 
Oncology; Journal of Visualized Experiments; Cancer; Leukemia; Leukemia Research; 
Leukemia & Lymphoma; Genome Biology; Nucleic Acids Research; Genes, Chromosomes 
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& Cancer; Cancer Discovery; Cancer Research; Clinical Cancer Research; Bioinformatics; 
Journal of Clinical Oncology Bioinformatics; Journal of Clinical Oncology Precision 
Oncology; Precision Medicine in Hematology; Trends in Genetics; BMC Cancer; BMC 
Genomics; BMC Medical Genomics; FEBS Letters; Physiological Genomics; International 
Journal of Cancer; PLoS Biology; PLoS Genetics; PLoS Computational Biology; PLoS 
One; Haematologica;  

Grant Review Service 

2015  Grant Reviewer, NIH NCI Clinical Oncology Study Section [CONC] 
2015  Grant Reviewer, NIH NCI Cancer Genetics Study Section [CG] 
2015 Grant Reviewer, NIH NCI Special Study Section for RFA CA 15-010 “SBIR Phase 

IIB Bridge Awards to Accelerate the Development of Cancer Therapeutics, 
Imaging Technologies, Interventional Devices, Diagnostics and Prognostics 
Toward Commercialization (R44)” 

2018 – 2024 Standing Member, NIH NCI Cancer Genetics Study Section [CG] 
2018 – Pres Scientific Review Committee, Gilead Sciences Research Scholars Program in 

Hematology/Oncology 
2012 – Pres  Lymphoma Research Foundation, Panel of Scientific Advisors, Grant Review 

Committee 
2017 – Pres Margaret Early Trust Grant Review Committee 
2017 – Pres Stanford Cancer Institute, Developmental Cancer Research Award Grant Review 

Committee 

National/International Service, Committees & Panels 

2011 – 2014 ASCO Scientific Committee on Lymphoma, Myeloma, Plasma Cell Disorders 
2014  ASCO Education Committee on Lymphoma, Myeloma, Plasma Cell Disorders  
2014 Track Leader/Chair, ASCO Scientific Program Committee on Lymphoma, 

Myeloma, & Plasma Cell Disorders 
2014 – 2017  American Society of Hematology, Committee on Epigenetics & Genomics 
2015 – Pres Scientific Advisory Board Member, Lymphoma Research Foundation 
2013  Clinical Science Symposium Chair, ASCO Annual Meeting, June 1st, 2013 

Institutional Service, Stanford Committees & Panels 

2010 – Pres Moderator/Panelist; Multidisciplinary Management of Cancers: A Case-Based 
Approach (Stanford/Silverado Conference) 

2011 – 2012 Stanford Cancer Center EMR (Electronic Medical Record) Council 
2011   Chair, Stanford Immunology Program Seminar Series 
2012  Stanford Center for Cancer Systems Biology Annual Symposium 
2010 – Pres Stanford Cancer Biology Graduate Training Program 
2010 – Pres Stanford Immunology Graduate Training Program 
2011 – Pres Admissions Panel, Medical Scientist Training Program, Stanford University 
2011 – Pres Chair, Seminar Committee, Stanford Immunology Program 
2012 – Pres Admissions Panel, Medical School, Stanford University 



July 7, 2025 Vita (Ash A. Alizadeh, MD/PhD) 

 

58 

2012 – Pres Steering Committee Member & Mentor, Stanford Computational & Systems 
Immunology  

2014 – Pres Admissions Panel, Stem Cell Biology & Regenerative Medicine PhD Program 
2015 – Pres Molecular Tumor Board, Stanford Cancer Center 
2018 – Pres  Executive Committee, Stanford Immunology Graduate Training Program 
2020 – Pres Informatics Advisory Board, Stanford Cancer Institute 

Leadership Roles 

2014  Lymphoma Research Foundation, Clinical Research Mentoring Program 
2016  Chair, American Society of Hematology Meeting on Lymphoma Biology 
2015 – 2016  Chair, American Society of Hematology Scientific Committee on Epigenetics & 

Genomics 
2020 – Pres Leader, Cancer Genomics Program, Stanford Cancer Institute 

Teaching Experience 

1992 – 1993 Teaching Assistant, Department of Biology, UCLA; Graduate Seminar Series 
Molecular Biology 276 

1994 Teaching Assistant, Division of Cellular & Molecular Biology, UCLA; Molecular 
Biology 100A 

1996 Teaching Assistant, Department of Neurobiology, Stanford University, 
Neurobiology 200 

1999 – 2003  Instructor, Cold Spring Harbor Lab Course Series; Making & Using DNA 
Microarrays 

2004  Instructor, CA Institute for Quantitative Biosciences; QB3 Microarray Course 
2004 – 2006 Resident Educator, Department of Medicine, Stanford Medical Center 
2007 – 2009 Lecturer, Hematology Didactic Series, Stanford Medical Center, Inpatient 

Hematology Service 
2011   Lecturer, Translational Immunology (IMM 209) 
2011 – Pres Stanford University Undergraduate Research and Advising, SIMS Shadowing 

Program 
2011 – 2015 James Torchia, PhD Thesis Committee (Immunology/MSTP) 
2011 – Pres Course Director, Immunology 311, Seminars in Immunology 
2012 – 2017 Luke J Lee, Graduate Co-Mentor, PhD Program in Cancer Biology 
2012  Instructor, Stanford University, Systems Immunology 206A 
2012 – 2015 Ryan-Corces Zimmerman, Thesis Committee (Cancer Biology) 
2013  Isabael Romero-Camarero, PhD Rotation  
2013  Instructor, Stanford University, Systems Immunology 311 
2014  Weizhuang Zhou, Qualifying Exams Committee (Bioengineering) 
2014 – 2019 Tyler Prestwood, Thesis Committee (Stem Cell Biology/MSTP) 
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2014 – 2018 Jake Chabon, Graduate Co-Mentor (Stem Cell Biology) 
2015 – 2016 Azar Fazel, PhD Rotation Student (Electrical Engineering) 
2015 – 2017 Chris Dove, Qualifying Exams Committee (Cancer Biology) 
2015 – 2017 David Kurtz, ARTS Graduate Mentor (Bioengineering) 
2015 – 2019 Binbin Chen, MSTP Graduate Mentor (Bioengineering) 
2016 – Pres Andrea Garofalo, Thesis Committee (Cancer Biology, MSTP) 
2016 – 2021 Joanne Soo, Medical Scholar Mentor (Duke/Stanford Medical School) 
2017   Bryan Jiaming Xie, Qualifying Exams Committee (Immunology) 
2017  Audrey Lee, PhD Rotation Student (Immunology) 
2017  Naomi Pacalin, PhD Rotation Student (Bioengineering) 
2017 – 2018 Chloe Steen, PhD Co-Mentor/International (Computational Biology) 
2017 – 2020  Zaid Nabulsi, Honors/Masters Thesis Mentor (Computer Science) 
2017 – 2020  Yagmur Muftuoglu, Medical Scholar Mentor (Stanford Medical School) 
2017 – 2023 Emily Hamilton, Graduate Co-Mentor (Cancer Biology) 
2017 – 2020 Chris Daryl Still, PhD Thesis Committee (Stem Cell Biology) 
2017 – 2024 Jiaying Toh, Thesis Committee (Immunology) 
2017 – 2020  Yagmur Muftuoglu, Medical Scholar Mentor (Stanford Medical School) 
2018 – 2024 Monica Nesselbush, Thesis Committee (Cancer Biology) 
2018 – 2024 Michael Jin, Medical Scholar Mentor (Stanford Medical School) 
2019  Kiarash Shamardani, PhD Rotation Student (Cancer Biology) 
2019 – Pres  Karan Kathuria, Medical Scholar Mentor (Stanford Medical School) 
2019 – Pres Diego Almanza, Thesis Committee (Cancer Biology) 
2019 – 2021 Navika Shukla, Medical Scholar Mentor (Stanford Medical School) 
2019 – Pres Alex Craig, ASH Physician Scientist Trainee (UCSF Medical School) 
2021 – Pres Eric Wolfsberg, Thesis Committee (Chemical Engineering) 
2023 – Pres Shuyu Shi, Mentor/PhD Thesis Committee (Bioengineering) 
2023 – Pres Harrison Zhang, Thesis Committee (MSTP) 
2023 – Pres Nick Phillips, Thesis Committee (Cancer Biology) 
 

Record of Funding, Grants, Awards, and Contracts 

Active Funding: 
07/01/22 – 06/30/26 Funder: Department of Defense (W81XWH-22-1-0336, SPO#237140) 

Title: An Integrative Radiogenomic Framework for Predicting 
Treatment Failure in Adolescents & Young Adults with Hodgkin 
Lymphoma 
Role: Initiating PI (Co-PIs Castellino/Cho) 
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07/13/21 – 06/30/26 Funder: University of California, San Francisco/National Institutes of 
Health (13394sc, SPO#195324) 
Title: MHC Variation in Host Response to SARS-CoV2 and COVID-19 
Outcomes 
Role: Co- PI (Co-PI: Mellins/PI:Hollenbach) 

03/01/23 – 02/28/26 Funder: Lymphoma Research Foundation 
Title: Spatiotemporal Determinants of FL Response & Resistance to 
Cellular Therapy (878391, SPO#278519) 
Role: PI 

03/04/21 – 02/28/26 Funder: NIH/NCI (R01CA257655, SPO# 182562) 
Title: Circulating Genomic Determinants of Treatment Failure in 
Hodgkin Lymphoma 

 Role: PI (Co-PI Diehn) 
04/28/23 – 04/27/26 Funder: Oslo University /Norwegian Cancer Society (SPO# 293130) 

Title: Regulatory T cells: Predictive biomarkers and selective targeting to 
boost cancer immunotherapy 
Role: PI 

11/01/23 – 10/31/25 Funder: Lungevity Foundation (SPO#303046) 
Title: Integration of liquid biopsy assays for early detection of lung 
cancer 
Role: Co-PI (Diehn) 

07/01/20 – 06/30/26 Funder: NIH/NCI (R01CA244526, SPO#142791)  
Title: Analysis of urine tumor nucleic acids for detection and 
personalized surveillance for bladder cancer 

 Role: Co-PI Alizadeh (MPI Diehn) 
08/01/20 – 04/30/26 Funder: NIH/NCI (R01CA254179, SPO#172899)  

Title: Molecularly-based outcome and toxicity prediction after 
radiotherapy for lung cancer 

 Role: Co-PI Alizadeh (MPI Diehn) 
06/01/15 – 08/31/25 Funder: NIH (P01CA049605, SPO#6095)  

Title: Bone Marrow Grafting and Cellular Therapy for Leukemia & 
Lymphoma 

 Role: Co-Investigator (PI Negrin) 
07/01/24 – 06/30/26 Funder: Memorial Sloan Kettering Cancer Center (SPO# 339183) 

Title: Identifying genomic and immunologic predictors of response to 
pembrolizumab for treatment-naïve extranodal NK/T-cell lymphoma 
Role: PI 

02/01/24 – 01/31/29 Funder: University of North Carolina at Chapel Hill/National Institutes 
of Health (SPO# 268410) 
Title: Modeling and analysis of curative combination therapy for Diffuse 
Large B-Cell Lymphoma 
Role: Co-Investigator (Palmer, A.) 

01/01/25 – 12/31/25 Funder: Leukemia & Lymphoma Society (SPO#343918) 
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 Title: The Leukemia & Lymphoma Society CDP Scholar Achievement 
Award 

 Role: PI 
 
 
Pending Awards: 
 
07/01/25 – 06/30/30 Funder: NIH (P01CA049605, SPO#6095)  

Title: Bone Marrow Grafting and Cellular Therapy for Leukemia & 
Lymphoma 

 Role: Co-Investigator (PI Negrin) 
01/01/25 – 12/31/27 Funder: Columbia University / Leukemia & Lymphoma Society 
 Title: Defining ctDNA monitoring and immune modulation in a novel, 

risk stratified clinical trial for PTLD 
 Role: Co-Investigator (PI Amengual)  
07/01/25 – 06/30/30 Funder: National Institutes of Health (1R01CA303461-01 SPO 345541) 
 Title: Optimizing CD22 CAR T cell therapy for the treatment of 

lymphoma 
 Role: Co-Investigator (PI Frank) 
07/01/25 – 06/30/30 Funder: University of California, Irvine / Leukemia & Lymphoma 

Society 
 Title: Personalized predictive modeling of therapeutic responses using 

patient-derived follicular lymphoma organoids 
 Role: Co-Investigator (PI Wagar) 
04/01/26 – 03/31/31 Funder: National Institutes of Health (SPO 349835) 
 Title: Cellular and Cell-free Determinants of Response to CAR T-cell 

Reinfusion in Large B-Cell Lymphoma 
 Role: PI 
04/01/26 – 03/31/31 Funder: National Institutes of Health (SPO 349881) 
 Title: Integrating Genomic & Epigenomic Features for Noninvasive 

Characterization of T-Cell Lymphomas 
 Role: MPI 
04/01/26 – 03/31/31 Funder: National Institutes of Health (SPO 342835) 
 Title: A multimodal framework for early detection of 

immunosuppression driven tumors after transplantation 
 Role: MPI 
 
 
Completed Awards: 
 
1995 Funder: NIH, Intramural Research Fellowship for Medical Students 
 Title: Generation of Protective Immunity Against H-Ras Harboring Tumors Using 

a Chimeric Vaccine 
 Role: Research Fellow/Trainee; Mentor (Larry A. Kwak, MD/PhD; NIH/NCI) 
1996 – 1997 Funder: HHMI-NIH, Cloister Research Scholarship 
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 Title: Design and Construction of the Lymphochip: Specialized cDNA Microarray 
for the Genomic-Scale Analysis of Gene Expression in Normal and Malignant 
Lymphocytes 

 Role: Research Scholar/Trainee; Mentor (Louis M. Staudt, MD/PhD; NIH/NCI) 
1997 – 1998 Funder: HHMI-NIH, NIH-Clinical Research Training Program Award 
 Title: Analysis of Gene Expression in Normal and Malignant Lymphocytes Using 

the Lymphochip 
 Role: Research Scholar/Trainee; Mentor (Louis M. Staudt, MD/PhD; NIH/NCI) 
1998 – 2003 Funder: HHMI, Research Award for Outstanding Research (declined) 
 Title: Analysis of Gene Expression in Normal and Malignant Lymphocytes Using 

the Lymphochip 
 Role: Research Scholar/Trainee; Mentor (Louis M. Staudt, MD/PhD; NIH/NCI) 
1998 – 2003 Funder: NIH, Medical Scientist Training Program (MSTP/Stanford) 

5T32GM007365-27 
 Title: Genome-Scale Characterization of Normal and Pathological Expression 

Programs in Immune Cells 
 Role: Graduate student/Trainee; Mentor (Patrick O. Brown, MD/PhD; Stanford 

Biochemistry) 
2003 – 2004 Funder: UCSF/Sandler Foundation: UCSF Faculty Fellow / Sandler Fellowship 
 Title: Using Heritable Variation in Gene Expression to Decipher the Genetics of 

Infection and Cancer Susceptibility Traits in the Laboratory Mouse 
 Role: PI 
2004 – 2009 Funder: NIH/NIAID, 5P01-AI63302-01  
 Title: Intracellular Pathogens and Innate Immunity  
 Role: Project Leader; Co-Investigator 
2008 – 2009 Funder: NIH/NHLBI, 5T32HL007970-07 
 Title: Ruth L. Kirschstein National Research Service Award  
 Role: Post-Doctoral Fellow, Training Program in Investigative Hematology 
 Mentors: (Ronald Levy, MD; Stanford Oncology & Irving Weissman, MD; 

Stanford Pathology) 
2010 – 2013 Funder: Leukemia & Lymphoma Society (LLS CDA 4637; SPO#47564) 
 Title: Genomic Determination of Response to Therapy in Patients with Follicular 

Lymphoma 
 Role: PI 
2010 – 2013 Funder: American Society of Clinical Oncology (Awarded/Declined) 
 Title: ASCO Career Development Award 
 Role: PI 
2010 – 2016 Funder: NIH/NCI (U54CA149145, SPO#46590) 
 Title: Modeling the Role of Differentiation in Cancer Progression  
 Project 3: Modeling the Role of Differentiation in Follicular Lymphoma 
 Role: Project Leader (PI S. Plevritis) 

Project 3/AS: Modeling Dynamics of Response and Progression Using 
Circulating Tumor DNA for Lymphoma. (A. Alizadeh, Project Leader) 

2011 – 2014 Funder: Doris Duke Charitable Foundation (SPO#51778) 
Title: Genomic Approaches for Targeting Risk in Hematological Malignancies 
Role: PI   

2011 – 2017 Funder: NIH/NCI (R01CA151748, SPO#47462) 
 Title: Genetic Basis of Signaling Heterogeneity in Human Follicular Lymphoma 

 Role: Co-Investigator (PI Levy) 
2012 – 2013 Funder: SHC Innovation Award 
 Title: Risk-Based Consolidation Therapy of Diffuse Large B-Cell Lymphoma 

(DLBCL) 
 Role: PI 
2012 – 2014 Funder: Department of Defense (SPO# 105652) 
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Title: A Genomic Strategy for Residual Disease Monitoring in Non-Small Cell 
Lung Cancer 

 Role: Co-Investigator (Co-PI M. Diehn) 
2012 – 2015 Funder: Gabrielle’s Angel Foundation (SPO# 104769) 
 Title: Prospective Validation and Genetic Basis of a Novel Molecular Risk 

Predictor for Diffuse Large B-Cell Lymphoma.  
 Role: PI 
2012 – 2016 Funder: Lymphoma Research Foundation (SPO#107106) 
 Title: Single Cell Characterization of Clonal Evolution in Follicular Lymphoma 
 Role: PI 
2013 – 2014 Funder: Translational Medicine Program, Stanford University 

Title: Identifying Somatic Mutations in Mantle Cell Lymphoma Associated with 
Response to Chemotherapy and Anti-Tumor Immune Response 

 Role: PI 
2013 – 2014 Funder: Stanford Cancer Institute DCRA 
 Title: Personalized Genomic Analysis of Circulating Tumor DNA to Monitor 

Advanced Solid Tumors 
 Role: PI (Co-PI M. Diehn) 
2013 – 2014 Funder: Coulter Foundation 
 Title: CAPP-Seq Ultra-Sensitive Detection of Tumor Derived Circulating Nucleic 

Acid Species Using Deep Sequencing 
Role: PI (Co-PI M. Diehn) 

2013 – 2018 Funder: NIH/NCI (DP2CA186569, SPO#109485)  
Title: Developing a Genomic Approach for Cancer Screening 

 Role: Co-Investigator (PI M. Diehn) 
2014 – 2017 Funder: Damon Runyon Cancer Research (SPO#115279) 
 Title: Definition and Targeting of Diffuse Large B-Cell Lymphoma Stem Cells 
 Role: PI 
2015 – 2016 Funder: NIH/NCI (R01CA188298, SPO#118276 [Subcontract]) 

Title: Improved Methods for Reversing Formalin-induced Crosslinks in 
Biomolecules 

 Role: PI (CDS subcontract) 
2015 – 2017 Funder: American Society of Hematology (SPO#116930) 

 Title: The Hierarchy and Consequences of Somatic Alterations in Follicular 
Lymphoma 

 Role: PI 
2015 – 2021 Funder: NIH/NCI (R01CA188298, SPO#113443) 

Title: Noninvasive Monitoring of Lung Cancer Patients Treated with 
Radiotherapy 

 Role: PI (Co-PI M. Diehn) 
2016 – 2017 Funder: The V Foundation for Cancer Research (SPO#115767) 

Title: Noninvasive Detection and Monitoring of Tumors and Body Fluids 
 Role: PI 
2016 – 2018 Funder: Doris Duke Charitable Foundation (SPO#124911) 

Title: Personalization of cancer therapy utilizing circulating tumor DNA as 
biomarkers 
Role: PI (Mentor for Joanne Soo) 

2016 – 2019 Funder: Stinehart/Reed Foundation 
Title: Mutation Haplotypes for Ultrasensitive Detection of Circulating Tumor 
DNA 
Role: PI 

2016 – 2020 Funder: NIH/NCI (U01CA194389; SPO#116399) 
Title: Modeling the Molecular Determinants of Induced Anti-Tumor Immune 
Responses in Mantle Cell Lymphoma 
Role: PI 
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2017 – 2019 Funder: Emerson Collective Cancer Research Fund 
Title: Personalizing Cancer Therapy Using Circulating Tumor DNA 

 Role: PI 
2017 – 2019 Funder: Parker Institute for Cancer Immunotherapy (PICI; SPO#122835) 

Title: An Integrative Framework for Comprehensive Prediction of Antigen 
Binding 

 Role: PI 
2017 – 2019  Funder: SU2C/AACR (MGH Subcontract; SPO#131521) 
 Title: Integrated Blood-based and Radiographic Interception of Lung Cancer 
 Role: Co-I (PI M. Diehn/Sequist) 
2020 - 2021 Funder: Stanford Cancer Institute 

 Title:  Assessment of Molecular Response and Genomic Selection During Therapy 
with Chimeric Antigen Receptor T-cells from Circulating Tumor DNA 

 Role: Co-Investigator (PI Sworder) 
2020 - 2021 Funder: Stanford University (COVID-19 Crisis Response: RISE Call for Proposals) 
 Title: A non-invasive COVID-19 risk stratification model from sequencing of viral 

and human circulating cell-free RNA 
 Role: PI (Co-PI Dr. Max Diehn) 
2018 – 2024 Funder: NIH/ NIDCR (R01DE027750; SPO#131209) 
 Title: Characterizing Head and Neck Tumor Neoantigens and T Cells: Looking 

Beyond the Usual Suspects 
 Role: Co-Investigator (PI Sunwoo/Elias) 
2019 – 2024 Funder: NIH/NCI (R01CA229766, SPO#133439) 
 Title: A Noninvasive Integrated Genomic Approach for Early Cancer Detection 

and Risk Stratification after Transplantation 
 Role: PI (Co-PI Khush) 
2019 – 2023  Funder: Bristol Myers Squibb (151286, SPO#151286) 
 Title: Circulating DNA for Molecular Response Prediction & Genomic Selection 

During Lisocabtagene Maraleucel (JCAR017) Therapy 
 Role: PI 
2019 – 2024 Funder: NIH/NCI (R01CA233975, SPO#135315)  
 Title: A Genomic Framework for Molecular Risk Prediction & Individualized 

Lymphoma Therapy 
 Role: PI (Co-PI Diehn) 
2019 – 2024 Funder: Leukemia & Lymphoma Society (LLS-1366-20, SPO#138938) 
 Title: Refining Molecular Risk Prediction & Individualized Lymphoma Therapy 

Using Circulating Tumor DNA 
 Role: PI 
2023 – 2025  Funder: Bio-X (IIP11-7, SPO#283277) 
 Title: To Humanize and Deimmunize Synthetic Transcription Factors 
 Role: Co-PI (PI Gao, X.) 
 

Patents & Patent Applications (US/EU) 

USPN 7,332,280 Classification of patients having diffuse large B-cell lymphoma based 
    upon gene expression 
USPN 7,622,253 Classification of patients having diffuse large B-cell lymphoma based 
    upon gene expression 
USPN 8,758,750    Synergistic anti-CD47 therapy for hematologic cancers 
EPN 2,477,648 Synergistic anti-CD47 therapy for hematologic cancers 
USPN 9,005,619 Methods for enhancing anti-tumor antibody therapy 
USPN 9,758,589 Methods for enhancing anti-tumor antibody therapy 
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USPN 10,633,450 Methods for enhancing anti-tumor antibody therapy 
EPN 2,509,627 Methods for enhancing anti-tumor antibody therapy 
USPN 9,605,320 Method of predicting responsiveness of B cell lineage malignancies to 

active immunotherapy 
USPN 10,167,514 Methods and systems for determining proportions of distinct cell subsets 
USPN 11,802,314 Methods and systems for determining proportions of distinct cell subsets 
USPN 12,031,183 Methods and systems for determining proportions of distinct cell subsets 
USPN 11,613,787 Methods and Systems for Analyzing Nucleic Acid Molecules 
USPN 11,634,779 Methods and Systems for Analyzing Nucleic Acid Molecules 
USPN 11,851,716 Methods and Systems for Analyzing Nucleic Acid Molecules 
USPN 11,783,912 Methods and Systems for Analyzing Nucleic Acid Molecules 
USPN 11,965,215         Methods and Systems for Analyzing Nucleic Acid Molecules 
USPN 11,085,084 Identification and use of circulating nucleic acids 
EPN 3,191,628 Identification and use of circulating nucleic acids 
EPN 3,421,613 Identification and Use of Circulating Nucleic Acid Tumor Markers 
EPN 3,795,696 Identification and Use of Circulating Nucleic Acid Tumor Markers 
EPN 2,971,152 Identification and Use of Circulating Nucleic Acid Tumor Markers 
USPN 11,447,833 Methods for preparing nucleic acid libraries for sequencing 
USPN 12,249,401 Systems and methods for analyzing mixed cell populations 
 
Patent application Systems and methods for analyzing mixed cell populations 
 (U.S. Provisional Patent Application No. 62/535,645) 
 
Patent application Methods of neoantigen identification for use in targeted immunotherapy 
 (U.S. Provisional Patent Application No. 62/474,475) 
 
Patent application Identification and use of circulating nucleic acid tumor markers 
 (U.S. Provisional Patent Application No. 14/774,518) 

 
Patent application Methods and Compositions for Assessing Patients with Non-small Cell 

Lung Cancer 
(U.S. Provisional Patent Application No. 61/952,057) 

 
Patent application Synergistic Anti-CD47 Therapy for Hematologic Cancers 

(U.S. Provisional Patent Application No. 17/150,881) 
 
Patent application Methods and Systems for Analyzing Nucleic Acid Molecules 

(U.S. Provisional Patent Application No. 17/107,668) 
 
Patent application Methods and Systems for Analyzing Nucleic Acid Molecules 
   (U.S. Provisional Patent Application No. 17/820,200) 
 
Patent application Methods and systems for Identification of Human Leukocyte Antigen 

Peptide Presentation and Applications Thereof 
 (U.S. Provisional Patent Application No. 16/943,951) 
 
Patent application Identification and Use of Circulating Nucleic Acid Tumor Markers 
 (U.S. Provisional Patent Application No. 17/406,948) 
 
Patent application Methods to Assess Clinical Outcome Based Upon Updated Probabilities  
   and Treatments Thereof 
   (U.S. Provisional Patent Application No. 17/646,621) 
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Patent application Systems and Methods for Deconvoluting Tumor Ecosystems for   
   Personalized Cancer Therapy 
   (U.S. Provisional Patent Application No. 17/755,713) 
 
Patent application Identification and Use of Circulating Nucleic Acid Tumor Markers 
 (U.S. Provisional Patent Application No. 18/803,351) 
 
Patent application Methods and Systems for Analyzing Nucleic Acid Molecules 
 (U.S. Provisional Patent Application No. 18/435,880) 
 
Patent application System and method for gene expression and tissue of origin inference 

from cell-free DNA 
(U.S. Provisional Patent Application No. 17/980,254) 

 
 

Invited Talks & Lectures – National (USA) 

1. “The Lymphochip: A Specialized cDNA Microarray for the Genomic-Scale analysis of Gene 
Expression in Normal and Malignant Lymphocytes”, AACR Microarray Meeting, Tucson, AZ, 
August 1998. 

2. “A Massively Parallel Approach for the Characterization of Gene Expression Variation in Lymphoid 
Malignancies”, FASEB Annual Conference on Hematologic Malignancies, Saxons River, VT, July 
1999. 

3. “Distinct Types of Diffuse Large B-Cell Lymphoma Identified by Gene Expression Profiling”, 
Nature Genetics Microarray Meeting, Scottsdale, AZ, September 1999. 

4. “Strategies for the Identification and Characterization of Unknown Pathogens.” Banbury 
Conference Series, Cold Spring Harbor, NY, April 2000. 

5. “The Impact of the Human Genome Project on Infectious Disease”, 38th Annual Meeting of the 
Infectious Disease Society of America, New Orleans, LA, September 2000. 

6. “Gene Expression Variation as a Molecular Phenotype in Normal and Malignant Immune Cells”, 
UCSF Department of Biochemistry Seminar Series, December 2002. 

7. “Gene Expression Variation as a Molecular Phenotype in Normal and Malignant Immune Cells”, 
Whitehead Institute Seminar Series, Massachusetts Institute of Technology, Cambridge, MA, 
January 2003. 

8. “Genomic Approaches to Future Risk-Targeted Trials for Hematologic Malignancies”, University of 
Washington, Department of Medicine, Monthly Conference, November 2009. 

9. “Genomic Approaches to Future Risk-Targeted Trials for Lymphomas and Beyond”, University of 
Miami, Department of Hematology, Monthly Grand Rounds, February 2010. 

10. “A Leukemic Stem Cell Signature for AML Risk Stratification”, Stanford University Stem Cell 
Institute Annual Retreat, January 2011. 

11. “Chronic Lymphocytic Leukemia”, Advances in Hematology 2011: Review of the ASH 52nd Annual 
Meeting and Exposition, San Jose, CA, January 2011. 

12. “Incorporation of Correlative Studies into Lymphoma Clinical Trials & Treatment”, Lymphoma 
Research Foundation Clinical Research Mentoring Program, Scottsdale, AZ, February 2014. 
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13. “Novel Approaches to Therapy of B-Cell Lymphomas with Monoclonal Antibodies”, Lymphoma 
Research Foundation Clinical Research Mentoring Program, 2014, Scottsdale, AZ, February 2014. 

14.  “The Prognostic Landscape of Genes and Infiltrating Immune Cells in Human Cancers”, 
Hematology and Medical Oncology Grand Rounds at Memorial Sloan-Kettering Cancer Center, 
New York, NY, April 2014. 

15. “Genetic and Epigenetic Alteration of Antigen Presentation by Follicular Lymphoma Tumor-
Propagating Cells”, Inaugural ASH Meeting on Lymphoma Biology, Colorado Springs, CO, August 
2014. 

16. “Discrete Modes of Lymphoma Genome Evolution: Implications for Therapy & Monitoring”, Yale 
Cancer Center, Hematology Grand Rounds, New Haven, CT, September 2014. 

17. “Discrete Modes of Lymphoma Genome Evolution: Implications for Therapy & Monitoring”, 
Hematology Grand Rounds, MD Anderson Cancer Center, Houston, TX, October 2014. 

18. “Deep Sequencing of Circulating Tumor DNA for Personalized Cancer Detection and Monitoring”, 
San Diego, CA. 64th Annual Meeting of the American Society of Human Genetics, October 2014. 

19. “Distinct Immunological Determinants of Cancer Outcomes Identified by Deconvolution of Tumor 
Leukocyte Infiltrates”, Center for Cancer Systems Biology 4th Annual Symposium at Memorial 
Sloan-Kettering Cancer Center, New York, NY, October 2014. 

20. “Distinct Immunological Determinants of Cancer Outcomes Identified by Deconvolution of Tumor 
Leukocyte Infiltrates”, City of Hope Special Seminar, Duarte, CA, December 2014. 

21. “What Does Stem Cell Reprogramming Teach Us About Hematologic Malignancies?” American 
Association of Cancer Research, Philadelphia, PA, April 2015. 

22. “Personalized Cancer Detection and Monitoring Using Deep Sequencing of Circulating Tumor 
DNA”, Grand Rounds, USC Norris Comprehensive Cancer Center, Los Angeles, CA, October 2015. 

23. “Application of Microarray, Next Generation Sequencing, and Large Datasets to Hematology and 
Bioinformatics”, American Society of Hematology, Orlando, FL, December 2015. 

24. “Personalized Cancer Detection and Monitoring Using Deep Sequencing of Circulating Tumor 
DNA”, Inaugural Surinder K. Puri Memorial Lecture, Emory Winship Cancer Institute, Atlanta, GA, 
February 2016. 

25. “Noninvasive Monitoring of Lymphoma by Sequencing of Circulating Tumor DNA”, Cambridge 
HealthTech Institute’s 23rd International Molecular Med Tri-Con, San Francisco, CA, March 2016. 

26. “Noninvasive Lymphoma Genotyping and Personalized Monitoring Using Circulating DNA”, 
American Association of Cancer Research, New Orleans, LA, April 2016. 

27. “How Best to Define Proliferation in Mantle Cell Lymphoma”, American Society of Clinical 
Oncology, Chicago, IL, June 2016. 

28. “Noninvasive Lymphoma Genotyping and Personalized Monitoring Using Circulating DNA”, 14th 
International NHL Workshop, San Diego, CA, September 2016. 

29. “Discrimination of Cell Composition from Tissue Expression Profiles”, Immune Profiling in Health 
and Disease Conference, Seattle, WA, October 2016. 

30. “Infiltrating Immune Cell Signatures and Genomic Determinants of Immune Recognition in Diverse 
Tumors”, American Association of Cancer Research, Washington, DC, April 2017. 

31. “Ultrasensitive Detection of Circulating Tumor DNA”, TCC Omics Workshop [NASA], Houston, 
TX, April 2017. 
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32. “MRD Testing in Lymphoma”, 14th International Ultmann Chicago Lymphoma Symposium 
(IUCLS), Chicago, IL, May 2017. 

33. “Antigen Presentation Profiling & Modeling of Immune Recognition of Lymphomas”, Cancer 
Systems Biology Consortium, Cambridge, MA, October 2017. 

34. “Dynamic Monitoring of Lymphoma Genome Evolution”, Association of Molecular Pathology 
Meeting, Salt Lake City, UT, November 2017. 

35. “Overview of Technology: Circulating Tumor Cells and DNA”, American Society of Clinical 
Oncology, Gastrointestinal Cancers Symposium, San Francisco, CA, January 2018. 

36. “Clinical Applications of Circulating Tumor DNA Analysis”, Precision Medicine World Conference, 
Mountain View, CA, January 2018. 

37. “Circulating Tumor DNA Analysis for Personalized Lymphoma Detection & Monitoring”, 
Northwestern Biochemistry & Molecular Genetics Seminar, Chicago, IL, February 2018. 

38. “Circulating Tumor DNA Analysis for Personalized Cancer Detection & Monitoring”, Scripps 
Translation Science Institute, La Jolla, CA, March 2018. 

39. “Circulating Tumor DNA Analysis for Personalized Risk Monitoring in Lymphoma”, Hematology 
Grand Rounds, MDACC, Houston, Texas, March 2018. 

40. “Personalized Profiling for Genotyping, Classification, and Molecular Outcome Prediction in B-
NHL”, Lunenburg Lymphoma Biomarkers Consortium Annual Meeting, Stanford, CA, April 2018. 

41. “Technology Overview: Circulating Tumor DNA Analysis for Personalized Cancer Detection & 
Monitoring”, AACR Annual Meeting, Chicago, IL, April 2018. 

42. “Cellular Determinants & Molecular Targets of Anti-Tumor Immune Responses: Lessons from 
Genome-Wide Studies”, AACR Annual Meeting, Chicago, IL, April 2018. 

43. “Circulating Tumor DNA Analysis for Personalized Risk Monitoring in Lymphoma”, LRF MCL 
Workshop, Atlanta, GA, April 2018. 

44. “Clinical Application of ctDNA in NHLs”, 3rd Annual MSK Symposium on Lymphoma, New York, 
NY, May 2018. 

45. “Transcriptome Deconvolution for Inference of Tissue Composition”, Bio-X Symposium (Clark 
S360), Stanford, CA. 

46. “Clinical Application of ctDNA in Lymphomas”, ASH Biennial Meeting on Lymphoma Biology, 
Chantilly, VA August 2018. 

47. “Circulating Tumor DNA Analysis for Personalized Cancer Detection & Monitoring”, Beckman 
Center Fall Symposium, Stanford, CA September 2018. 

48. “Liquid Biopsies as Probes for the Lymphoma Immune Microenvironment”, 6th Annual 
Translational Summit on The Immune Microenvironment: : Transforming Therapy in Blood 
Cancers, Washington, DC, October 2018. 

49. “Deconvoluting Cellular Determinants of Anti-Tumor Immune Recognition”, OHSU Cancer Center 
Seminar Series, Portland, OR, November 2018. 

50. “Immune Cell Deconvolution by Learning from Single Cells”, ASH Annual Meeting; Scientific 
Workshop on Novel Targets & Proteomics, San Diego, CA, December 2018. 

51. Tracing founder mutations in circulating and tissue-resident follicular lymphoma precursors”, 
Ludwig Investigators Annual Meeting, Stanford, CA, December 2018. 
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52. “Circulating Tumor DNA Analysis for Personalized Cancer Risk Monitoring”, Precision Medicine 
World Conference (PMWC), Mountain View, CA, January 2019. 

53. “Circulating Tumor DNA Analysis for Personalized Lymphoma”, Kite Investigators Meeting, Santa 
Monica, CA January 2019. 

54. “Deconvoluting Cellular Determinants of anti-Tumor Immune Recognition”, MGH Grand 
Rounds/Harvard, Cambridge, MA, February 2019. 

55. “Circulating Tumor DNA Analysis for Personalized Cancer Detection & Monitoring”, Grand 
Rounds GW Cancer Center, Washington, DC, February 2019. 

56. “Genomic Approaches for Deconvolution of Tumor Heterogeneity”, STEMREM 202 Lecture, 
Stanford, CA, February 2019. 

57. “Deconvoluting Cellular Determinants of Anti-Tumor Immune Recognition”, Molecular Med TRI-
CON; Immuno-Oncology, San Francisco, CA, March 2019. 

58. “Circulating Tumor DNA Analysis for Personalized Lymphoma Risk Monitoring”, Molecular Med 
TRI-CON; Circulating Tumor Cells & Liquid Biopsy; Circulating Tumor Biomarkers Informing 
Clinical Trials, San Francisco, CA March 2019. 

59. “Deconvoluting Cellular Determinants of Anti-Tumor Immune Recognition, AACR Annual 
Meeting; Major symposium SY06, Atlanta, GA, April 2019. 

60. “Cancer Genome Technologies for Resolving Heterogeneity in Lymphomas”, Lymphoma 
Investigators Meeting, Stanford, CA April 2019.  

61. “Circulating Tumor DNA Analysis for Personalized Cancer Detection & Monitoring”, George 
Assimos Memorial Lecture; Medical Grand Rounds; Northwestern School of Medicine, Chicago, IL 
April 2019. 

62. “Liquid Biopsies as Integrated Biomarkers for Hematological Malignancies”. 2019 ASH Annual 
Meeting, Scientific Workshop on Innovation in Clinical Trial Design, Beyond Response Rate: Novel 
Endpoints in Clinical Trials. Orlando, FL. December 2019. 

63. “Analytical Considerations for Clinical Translation of ctDNA Profiling”. 2019 ASH Annual Meeting, 
ctDNA Working Group, Orlando, FL. December 2019. 

64. “Toward noninvasive early cancer detection using circulating DNA”, GRAIL BXDS Meeting, Palo 
Alto, CA, March 2020. 

65. “Toward noninvasive early cancer detection using circulating DNA”, 2020 AACR Virtual Annual 
Meeting II; Education Session, Novel Diagnostic Approaches for Cancer Early Detection, June 2020. 

66. “Toward noninvasive early cancer detection using circulating DNA”; Special Session on Prevention & 
Survival; Medical & Scientific Affairs Committee Meeting; Leukemia & Lymphoma Society; 
Hybrid/Virtual; January 2020. 

67. “Toward noninvasive early cancer detection using circulating DNA”; ED34. Novel Diagnostic 
Approaches for Cancer Early Detection ; AACR Virtual Annual Meeting II; June 2020. 

68. “Genomic strategies for deconvolution of tumor heterogeneity”; STEMREM 200 BootCamp; Stanford, 
CA; September 2020. 

69. “Cellular & mutational determinants of DLBCL therapeutic response: Noninvasive & tissue-based 
methods”; Kite/Gilead Translational Medicine Seminar Series; Santa Monica, A; September 2020. 

70. “Toward noninvasive early cancer detection using circulating DNA”; Cancer Biology Program 
Translational Research Seminar Series; Stanford, CA; February 2021. 
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71. “Toward noninvasive early cancer detection using circulating DNA”; NIH/NCI Annual EDRN 
Scientific Workshop; Virtual; March 2021. 

72. “Toward noninvasive early lung cancer detection using circulating DNA”; Comprehensive Cancer 
Research Training Program (CCRTP) Annual Meeting; Stanford, CA; March 2021. 

73. “Liquid Biopsies As Integrated Biomarkers for Hematological Malignancies”; Stanford Pediatrics 
Leukemia/Lymphoma Research Group Seminar Series; Stanford, CA; April 2021. 

74. “Liquid Biopsies As Integrated Biomarkers for Lymphomas”; Grand Rounds, FHCRC Division of 
Clinical Research, University of Washington Medical Oncology Division; Seattle, CA; May 2021. 

75. “Genomic strategies for deconvolution of tumor heterogeneity”; Leukemia & Lymphoma Society / 
Borstein Family Foundation Meeting; Los Angeles, CA; September 2021. 

76. “Heterogeneity in tumor phenotype & microenvironment of DLBCL”; AACR Precision Medicine 
Series; Strategies to Improve Therapy of DLBCL; Session 2: DLBCL Heterogeneity: Beyond Cell of 
Origin; Virtual; September 2021. 

77. “Heterogeneity in gastric cancer phenotype & microenvironment”; Sara Shottenstein Foundation; 
Virtual; October 2021. 

78. “Heterogeneity in tumor phenotype & microenvironment of DLBCL”; TMP Distinguished Speaker 
Seminar Series; MD Anderson Cancer Center; Houston, TX; November 2021. 

79. “ctDNA & MRD for Lymphoma: Beyond Immunoglobulin”; 2021 Americal Molecular Pathology 
Annual Meeting; Philadelphia, PA; November 2021. 

80. “Liquid Biopsies as Integrated Biomarkers for Lymphomas”; Grand Rounds, St. Jude Children’s 
Research Hospital; Memphis, TN; March 2022. 

81. “Molecular Monitoring of Liquid Tumors: Circulating Tumor DNA for Lymphoma Monitoring”; 12th 
International Symposium on Circulating Nucleic Acids in Plasma and Serum (CNAPS); San Francisco, 
CA; 17 May 2022. 

82. “Adventures & Misadventures in ML for Molecular Oncology: Selected Case Studies”, 2023 Annual 
Meeting of the American Association of Cancer Research (AACR); Machine Learning Workshop; 
Orlando, FL; 14 April 2023. 

83. “Liquid Biopsies for Cancer Detection & Monitoring”; UCLA Leaders in the Field Seminar Series; 
UCLA Jonsson Comprehensive Cancer Center, Los Angeles, CA; 25 May 2023. 

84. “Liquid Biopsies for Cancer Detection & Monitoring”; UPenn Distinguished Lectures in Cancer 
Research (DLCR) Seminar Series; University of Pennsylvania; Philadelphia, PA; 30 May 2023. 

85. “Toward accelerating lymphoma drug-development using ctDNA MRD”; Minimal Residual Disease 
(MRD) Scientific Symposium of LRF and FDA; Lymphoma Research Foundation; Washington, DC; 21 
September 2023. 

86. “Monitoring of circulating tumor DNA in B-cell lymphomas – Clinical Applications”; International 
Workshop for Non-Hodgkin Lymphomas (iwNHL); 20th Annual Workshop; Miami, FL; 30 September 
2023. 

87. “MRD as an endpoint in lymphoma clinical trials”; United States Food and Drug Administration 
(FDA) Endpoints Workshop; Washington, DC; 26 October 2023. 

88. “Analytical techniques for detecting ctDNA in lymphomas”; United States Food and Drug 
Administration (FDA) Endpoints Workshop; Washington, DC; 26 October 2023. 
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89. “Genetic & Epigenetic Evolution of Follicular Lymphoma Precursors”; AACR Blood Cancer Discovery 
Symposium (Westin Copley Place); Boston, Massachusetts; 5 March 2024 

90. “Circulating tumor DNA: Opportunities in Translational Research at Stanford”; 
AstraZeneca/Stanford Oncology Discovery & Translational Science Symposium; Stanford, CA 11 
April 2024. 

91. “Molecular Monitoring of Liquid Tumors: Circulating Tumor DNA for Lymphoma Monitoring”; 
Translational & Clinical Oncology Seminar Series, Sylvester Comprehensive Cancer Center, 
University of Miami, Miami, FL; 2 May 2024. 

92. “Liquid Biopsies for Cancer Detection & Monitoring”; MD2 Grand Rounds, Stanford University 
School of Medicine, Stanford, CA; 6 September 2024. 

93. “Toward the noninvasive characterization of lymphomas & their microenvironments”; 2024 Research 
Updates in Lymphoma, Cedars Sinai, Los Angeles, CA; 28 September 2024. 

94. “Transformed follicular lymphoma biology: Knowns, unknowns and needs”; 2024 Research Updates 
in Lymphoma, Cedars Sinai, Los Angeles, CA; 29 September 2024. 

95. “Toward the noninvasive characterization of lymphomas & their microenvironments”; Liquid Biopsy: 
From Discovery to Clinical Implementation, AACR Special Conference in Cancer Rsearch, San Diego, 
CA; 13 November 2024. 

96. “Circulating Tumor DNA: All You Need Is Blood”; ASH Annual Meeting, Dan Diego, CA; 6 
December 2024. 

97. “Circulating Tumor DNA as an Early Outcome Predictor in Patients with Second-Line Large B-Cell 
Lymphoma After Lisocabtagene Maraleucel Versus Standard of Care Treatment from the Phase 3, 
Randomized TRANSFORM Study”; ASH Annual Meeting; Oral Abstract Presentation; San Diego, CA, 
USA; 7 December 2024. 

98. “Toward the noninvasive characterization of lymphomas & their microenvironments”; Stanford 
Cancer Institute: Cancer Biology & Cancer Stem Cell Talks; Stanford, CA, USA; 13 February 2025. 

Invited Lectures – International 

1. “Expression Profiles Accompanying Immune Physiologic and Pathophysiologic States”, 
Symposium on Gene Expression Analysis, Institute for Molecular Pathology, Vienna, Austria, 
February 2000. 

2. “DNA Microarray Technology: State of the Art”, European Hematology Association, Workshop on 
Microarray Approaches to Hematological Malignancies, Cascais, Portugal, October 2005. 

3. “Targeting Disease Risk in AML Mediated by Leukemic Stem Cells”, Speaker, New Frontiers in 
Hematological Malignancies Symposium, Pamplona, Spain, November 2011. 

4. “Distinct patterns of intra-tumoral clonal evolution at diagnosis and progression of Follicular 
Lymphoma”, Cancer Research Center of Salamanca (CIC) of Salamanca, Salamanca, Spain, July 
2012. 

5. “Targeting the cell surface in B-cell lymphomas with novel monoclonal antibodies”, 54RD National 
Meeting of the Spanish Hematology and Hemotherapy Society and 28th National Congress of the 
Spanish Society of Thrombosis and Hemostasis. Salamanca, Spain, October 2012. 
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6. “The Structure of Stepwise Clonal Evolution Events Shaping Follicular Lymphoma Coding 
Genomes”, 12th International Conference on Malignant Lymphoma, Palazzo dei Congressi, Lugano, 
Switzerland, June 2013. 

7. “Obstacles in the Translation of the Cancer Genome: Focus on Technologies for Addressing Intra-
Tumoral Heterogeneity (ITH)”, Cancer Genomics & Tumor Heterogeneity Herrenhausen 
Symposium, Hannover, Germany, May 2015. 

8. “Personalized Cancer Detection & Monitoring Using Deep Sequencing of Circulating Tumor DNA”, 
International Academy for Advanced Oncology Annual Meeting, Tokyo, Japan, July 2016. 

9. “Genetic and Epigenetic Alteration of Antigen Presentation by Follicular Lymphoma Tumor-
Propagating Cells”, Third Annual Summit on the Immune Microenvironment in Hematologic 
Malignancies, Dublin, Ireland, September 2016. 

10. “CAPP-Seq Circulating Tumor DNA Analysis for Personalized Cancer Detection and Monitoring”, 
The Royal College of Pathologists of Australasia Annual Meeting, Sydney, Australia, February 2017. 

11. “Dynamic Monitoring of Lymphoma Genome Evolution”, North Berwick Follicular Lymphoma 
Symposium, Edinburgh, Scotland, UK, March 2017. 

12. “Circulating Tumour DNA in Non-Hodgkin Lymphoma”, European School of Hematology’s 3rd 
International Conference on New Concepts in Lymphoid Malignancies, Mandelieu, France, 
September 2017. 

13. “Circulating Tumor DNA Analysis for Personalized Cancer Detection and Monitoring”, Norwegian 
Cancer Symposium, Oslo, Norway, December 2017. 

14. “Circulating DNA in Patients with B-Cell Lymphoma”, Lymphoma Study Association (LYSA) 
Meeting, Nantes, France, February 2018. 

15. “Deconvoluting Cellular Determinants of Anti-Tumor Immune Recognition”, IAAO Annual 
Meeting, Tokyo, Japan, July 2018. 

16. “Circulating Tumor DNA Analysis for Personalized Lymphoma Detection & Monitoring”, 7th 
International Workshop; PET in Lymphoma & Myeloma (PILM), Menton, France, October 2018. 

17. “Leveraging Big Data for Noninvasive Monitoring of Cancer (Immuno)therapy”, Cancer Research 
UK (CRUK) and the Experimental Cancer Medicine Centers (ECMC) Network, London, England, 
September 2019. 

18. “Deconvoluting DLBCL Tumor Ecosystems Using scRNA-Seq”, 5th International Conference on 
New Concepts in Lymphoid Malignancies, Estoril, Portugal, October 2019. 

19. “The role of liquid biopsy in the management of Lymphoma”, 16th International Conference 
on Malignant Lymphoma (16-ICM), Gianni Bonadonna Memorial Lecture, Palazzo dei Congressi, 
Lugano, Switzerland, June 2021. 

20. “Liquid Biopsies as Integrated Biomarkers for Hematological Malignancies”; 3rd International 
Liquid Biopsy Symposium, Universitätsklinikum Freiburg; Freiburg, Germany; October 2020. 

21. “Liquid Biopsies as Integrated Biomarkers for Lymphomas”; Israel Society of Hematology & 
Transfusion Medicine; Lymphoma Working Group; Jerusalem, Israel; June 2021. 

22. “Application of PhasED-Seq for Detection of Lymphoma”; MORE Health Medical Programs; Sun 
Yat-Sen University Cancer Hospital; Guangzhou, China; November 2021. 
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23. “Molecular Monitoring of Liquid Tumors: Circulating Tumor DNA for Lymphoma Monitoring”; 
JSH2022: 84th Annual Meeting of the Japanese Society of Hematology; Fukuoka, Japan; 15 October 
2022. 

24. “Ecotyping for Resorving Heterogeneity in Tumor Microenvironment Phenotypes”; AstraZeneca 
UK/Switzerland Virtual Seminar Series; 19 October 2022. 

25. “Monitoring of circulating tumor DNA in B-cell lymphomas – Clinical Applications”; European 
School of Hematology (ESH 7th Translational Research Conference Lymphoid Malignancies Estoril; 
Portugal; 22 October 2023. 

26. “Circulating Tumor DNA in Lymphoma: Principles & Future Directions”; 14th Brazilian 
Lymphoma Conference;  Brazil; 27 April 2024. 

27. “Toward the noninvasive characterization of lymphomas & their microenvironments”; 2024 Annual 
West German Lymphoma Symposium; Conference Center Essen; Essen, Germany; 24 May 2024. 

28. “Toward the noninvasive characterization of lymphomas & their microenvironments”; 4th 
International Meeting, Advances in Malignant Lymphoma; American Association for Cancer 
Research (AACR) / ICML; Philadelphia, PA, USA; 22 June 2024. 

29. “Toward the noninvasive characterization of lymphomas & their microenvironments”; Cambrdige 
Lymphoma Biology International Symposim, Magdalene College, University of Cambridge, 
Cambridge, England; 18 September 2024. 

30. “Toward the noninvasive characterization of lymphomas & their microenvironments”; Keynote 
Lecture; Opening Ceremony, Hematologie 2025; 25th Annual Prague Hematology Meeting; Prague, 
Czech Republic; 22 January 2025. 

31. “Liquid biopsy in DLBCL – Where are we in 2025? Toward the noninvasive characterization of 
lymphomas & their microenvironments”; Canadian Hematology Today 2025 Symposium on B-cell 
Malignancies; Toronto, Canada; 12 April 2025. 

32. “Managing Lymphoma in the Era of Noninvasive Genomic Profiling”; Keynote Lecture; 2025 Joint 
Annual Congress ; The Hematology Society of Taiwan & Taiwan Society of Blood & Marrow 
Transplantation; Taipei, Taiwan; 27 April 2025. 

33. “Managing Lymphoma in the Era of Noninvasive Genomic Profiling”; 18th International 
Conference on Malignant Lymphoma (18-ICML); Closed Workshop: Genetics of DLBCL; Toward 
Improved Diagnosis, Outcome Prediction, & Therapeutic Targeting; East Campus USI, Lugano, CH; 
17 June 2025. 

34. “Mechanisms of Resistance to T-cell Redirecting Therapies”; 18th International Conference on 
Malignant Lymphoma (18-ICML); Session 11: Basic & Translational Research (AACR-ICML Joint 
session); Polivalente Room, East Campus, USI, Lugano, Switzerland; 20 June 2025. 

35. “Liquid Biopsies in Hematology: The Case for Lymphoma”; International Academy for Clinical 
Hematology (IACH); Global Webinar Series; 3 July 2025. 
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Trainees: PhD Students 

Trainee 
Name 

Training 
Period 

Prior 
Academic 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Lee, 
Luke J 

2012 – 
2017 

B.S. 2011 John Hopkins 
University 

Gene expression predictor 
for prognosis in non-small 
cell lung cancer 

CEO and Co-
Founder, 

3T Biosciences 

Chabon,  
Jacob J 

2013 – 
2018 

B.S. 2010 University of 
Denver 

Mechanisms underlying 
acquired resistance to 
genotype-targeted therapies 
in patients with non-small 
cell lung cancer 

CEO and Co-
Founder, 
Foresight 
Diagnostics 

Romero-
Camarero, 
Isabel  

2013 B.S. 2010 University of 
Salamanca, 
Spain 

Chromatin immuno-
precipitation for enrichment 
of cancer cell-free DNA 

Post-Doctoral 
Fellow,  

University of 
Manchester, UK 

Chen, 
Binbin 

2014 – 
2019 

B.S. 2013 Georgia Institute 
of Technology 

Bioinformatics and machine 
learning for cancer immune 
therapies and precision 
medicine 

MD/PhD 
Student, 

Stanford MSTP 

Fazel,  
Azar 

2015 – 
2016 

B.S. 2014 San Jose State 
University 

Cancer personalized 
profiling by deep 
sequencing (Rotation 
Student) 

Software 
Engineer,  

Amazon 

Garofalo, 
Andrea  

2018 – 
2023 

B.S. 2014 University of 
Chicago 

Genomics of post-transplant 
lymphoproliferative 
disorders 

MD/PhD 
Student,  

Stanford School of 
Medicine 

Lee,  
Audrey 

2017 B.S. 2016 Imperial College 
London 

A pan-cancer analysis of the 
immunological landscape of 
clinically relevant 
infiltrating cells in The 
Cancer Genome Atlas 
(TCGA) 

PhD Student, 

Stanford 
Immunology 
Program 

Pacalin, 
Naomi 

2017 B.S. 2016 University of 
Chicago 

Targeted capture of T-cell 
receptors in cell free DNA 

PhD Student, 

Stanford 
Bioengineering 

Steen, 
Chloe B  

2017 – 
2018 

PhD 2018 University of 
Oslo 

Deconvolution of follicular 
lymphoma 

Post-Doctoral 
Fellow,  

Stanford 
University 
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Trainee 
Name 

Training 
Period 

Prior 
Academic 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Hamilton, 
Emily G 

2017 – 
2022 

B.S. 2017 Columbia 
University 

Genetic and epigenetic cell-
free biomarkers for early 
lung cancer detection 

Post-Doctoral 
Fellow, 

Stanford 
University 

Shamardani, 
Kiarash 

2019 B.S. 2017 UC Berkeley Spatial characterization of 
lymphoma ecotypes in 
DLBCL 

Graduate Student, 

Stanford 
University 

Shuyu, Shu 2023 - 
Pres 

B.S. 2022 Peking 
University 

A noninvasive integrated 
genomic machine learning 
approach for lymphoma 
and immune state 
prediction in 
immunosuppressed 
individuals. 

BioE Graduate 
Student, 

Stanford 
University 

Phillips, 
Nick 

2023 - 
Pres 

M.S. 2021 Stanford 
University 

Characterization of tumor- 
and T-cell-centric 
mechanisms of resistance in 
anti-CD19 CAR-T therapy 

Cancer Biology 
Graduate Student, 

Stanford 
University 

Zhang, 
Harrison 

2023 - 
Pres 

B.A 2022 Columbia 
University 

Machine learning methods 
for multiomic strategies for 
early cancer detection 

MD/PhD MSTP 
Candidate 

Stanford 
University 

Dai, Haoyu 2024 B.S. 2023   Chemical 
Engineering 
Graduate Student, 

Stanford 
University 

 

Trainees: Medical Students 

Trainee 
Name 

Training 
Period 

Prior 
Academi
c 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Soo, 
Joanne 

2016 – 
2020 

B.S. 2014 Duke University Noninvasive genomics of 
non-Hodgkin lymphoma 

Resident,  

Stanford School 
of Medicine 
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Trainee 
Name 

Training 
Period 

Prior 
Academi
c 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Garofalo, 
Andrea 

2016 – 
2018 

B.S. 2014 University of 
Chicago 

Genomics of post-
transplant 
lymphoproliferative 
disorders 

MD/PhD 
Student,  

Stanford School 
of Medicine 

Jin, 
Michael 

2018 – 
2020 

B.S. 2016 Stanford 
University 

Noninvasive detection of 
somatic copy number 
anomalies using ctDNA 

MD Student, 

Stanford School 
of Medicine 

Macaulay, 
Charles 

2018 – 
2020 

B.S. / 
M.S. 

2018 Boston 
University 

Genomic determinants of 
response to CAR T-cells 

MD Student,  

UCSF 

Muftuoglu, 
Yagmur 

2019 – 
2020 

PhD 2016 Yale University Using structural 
determinants of MHC/TCR 
interactions to assess 
likelihood of immune 
recognition of cancer neo-
antigens and graft rejection 
of transplanted organs 

MD Student,  

Stanford School 
of Medicine 

Craig, 
Alexander 

2019 – 
2020 

B.A. / 
M.A. 

2012 Princeton 
University 

Noninvasive molecular 
subtyping and risk 
stratification of diffuse 
large B-cell lymphoma 

MD Student,  

UCSF 

ASH Career 
Development 
Award 

Kathuria, 
Karan 

2020 – 
2022 

B.S.A. 2018 University of 
Texas at Austin 

Applying deep-learning 
antigen presentation 
prediction to immune 
checkpoint blockade 
response and post-HSCT 
GvHD 

MD Student,  

Stanford School 
of Medicine 

ASH Physician-
Scientist Career 
Development 
Award 

Shukla,  
Navika 

2020 – 
2021 

B.A. 2016 University of 
Illinois at 
Chicago 

Characterizing the TCR 
repertoire from ctDNA in 
solid malignancies 

MD Student,  

Stanford School 
of Medicine 

Hur, Dong 2022 B.S. 2020 Harvard 
University 

Optimizing cfDNA 
preservation and recovery 
for chronic lymphocytic 
leukemias 

MD Student,  

Stanford School 
of Medicine 
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Trainees: Undergraduate Students 

Trainee 
Name 

Training 
Period 

Prior 
Academic 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Lossos,  
Chen  

2010 – 
2012  

B.S. 2012  Stanford 
University 

 

Database of annotated B-cell 
immunoglobulin sequences 
(called IGBASE) from 
different B-cell 
malignancies  

MD/PhD 
Student, 

Harvard Medical 
School 

Marsh, 
Austin  

2011 B.S. 2011 UCSB  National Cancer Institute 
Integrative Cancer Biology 
Program 

MD Student,  

UCSD SoM 

Kihira, 
Shingo 

2011 – 
2013 

B.S. 

 

2011 Baylor University 

 

Targets of EZH2 in 
potential cancer therapy 

Resident 
Physician, 

Mount Sinai 
Hospital 

Patel, 
Sonia 

2012 – 
2013 

B.S. 2013 Rensselaer 
Polytechnic 
Institute Dept. of 
Biology 

Optimal methods for 
collection, preservation, and 
characterization of plasma 
cell-free DNA 

MD Student,  

Albany Medical 
College 
Accelerated 
Physician 
Scientist Program  

Ahlawat, 
Nivi 

2014 B.S. 2019 UCLA Clinical tissue banking and 
data management 

Masters Student, 

Stanford School of 
Medicine 

Wang, 
Jason 

2015 B.S. 2019 Stanford 
University 

Kinetics of ctDNA clearance 
in patients with cancer 

MD Student, 

Harvard-MIT 
HST Program 

Johri, 
Aanchal 

2015 – 
2016 

B.S. 2018 Stanford 
University 

Chemotherapy treatment 
effects on the release of 
ctDNA in RAJI lymphoma 
cells (liquid biopsies) 

Product Manager,  

Apple 

Chen, 
Shirley 

2015 – 
2016 

B.S. 2018 Stanford 
University 

Identification of mutations 
present in the HLA II gene 
of lymphoma patients 

MD Student, 

Weill Cornell 
Medicine 

Craig, 
Alexander 

2015 – 
2016 

BA/MA 2012 Princeton 
University 

Noninvasive molecular 
subtyping and risk 
stratification of diffuse large 
B-cell lymphoma 

MD Student,  

UCSF 
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Trainee 
Name 

Training 
Period 

Prior 
Academic 
Degree(s) 

Prior 
Academic 
Degree 
Year(s) 

Prior Academic 
Degree 
Institution(s) Title of Research Project 

Current Position 
(Past Trainees) 
Source of 
Support (Current 
Trainees) 

Jin, 
Michael 

2016 – 
2018 

B.S. 2016 Stanford 
University 

Noninvasive detection of 
somatic copy number 
anomalies using ctDNA 

MD Student, 

Stanford School of 
Medicine 

Zhou, 
Joshua 

2016  H.S. 
Diploma 

2017 Homestead High 
School 

Algorithmic improvements 
to circulating tumor DNA 
detection 

Undergraduate, 

UC Berkeley 

Keh, 
Lyron Co 
Ting 

2017- Pres H.S. 
Diploma 

2019 Crescenta High 
School 

Phased haplotypes for 
ctDNA 

Undergraduate, 

Stanford 
University 

Smith, 
Isaac 

2017 – 
2021 

NA NA Stanford 
University 

Proteome deconvolution Undergraduate, 

Stanford 
University 

Nabulsi, 
Zaid 

2017 -2018 B.S. / M.S. 2020 Stanford 
University 

Machine learning for 
elimination of stereotyped 
errors in cell-free DNA 
sequencing 

Masters/Co-Term 
Student, 

Stanford 
University 

Arammash, 
Mohamma
d 

2018 NA NA Yale University Peptide targeting of B-cell 
lymphoma receptors 

Undergraduate,  

Yale University 

Singhal, 
Shivam 

2018-2019 H.S. 
Diploma 

2019 Saint Francis 
School 

Algorithms for genotyping 
RNA  

Undergraduate,  

UC Berkeley 

Sumimoto, 
Nanami 

2019 H.S. 
Diploma 

2017 Cupertino High 
School 

Clinical tissue banking Undergraduate, 

University of 
Toronto 

Strohband, 
Maya 

2022 - 
2024 

H.S. 
Diploma 

2020 Menlo Atherton 
High School 

Pediatric Hodgkin 
Lymphoma Circulating 
Tumor DNA 

Undergraduate, 

Harvard 
University 

Sun, 
Christophe
r 

2024 - 
Pres 

H.S. 
Diploma 

2022  Machine Learning for 
Genomics 

Undergraduate, 
Stanford 
University 
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Trainees: PhD Post-Doctoral Fellows 

Trainee Name 
Training 
Period 

Prior 
Academic 
Degree(s) Trainee Awards Received 

Current Position  

(Past Trainees) 
Source of Support 
(Current Trainees) 

Liu,  
Chih Long 

2008 – 2011 PhD NIH F32 2009-2011 Research Scientist, 
Division of Oncology, 
Stanford University 

Green,  
Michael R 

2011 – 2014 PhD 2011 Leukemia & Lymphoma Society;  
2011 Lymphoma Research Foundation 

Associate Professor, 
MD Anderson, University 
of Texas 

Newman,  
Aaron M 

2011 – 2016 PhD Siebel Fellowship; 
Mentored DoD Visionary Award; 
Mentored NIH NCI K99/R00 

Assistant Professor, 
Stanford University 

Klass,  
Daniel M 

2013 – 2015 PhD Tobacco-Related Disease Research 
Program Postdoctoral Fellowship 

Senior Director of 
Emerging Technologies 
Freenome 

Lovejoy,  
Alex Fraser  

2013 – 2015 PhD NIH T32 Director of Molecular 
Research 
Freenome 

Stehr,  
Henning 

2013 – 2017 PhD  Clinical Assistant 
Professor, 
Stanford University 

Hewings, 
David 

2014 – 2015 PhD Stanford SIBC Fellowship Principal Research 
Scientist, Vertex 
Pharmaceuticals 

Chabon,  
Jacob J 

2018 – 2021 PhD  CEO Foresight 
Diagnostics 

Esfahani, 
Mohammad 
Shahrokh 

2015 – 2024 PhD NIH NCI U54 CSBS Scholarship Assistant Professor, 
Stanford University 

Mehrmohamadi,  
Mahya 

2016 – 2019 PhD NIH F99/K00 Assistant Professor, 
University of Tehran 

Nabet, 
Barzin Y 

2017 – 2020 PhD ACS Postdoctoral Fellowship Scientist, 
Genentech 

Steen, 
Chloe B 

2018 – 2021 PhD AACR Postdoctoral Fellowship Postdoctoral Fellow, Oslo 
University 

Yang, 
Mi 

2018 – 2021 PhD  Senior Scientist, Sanofi 

Sheybani, 
Natasha 

2020 – 2021 PhD NIH F99/K00 Assistant Professor, 
University of Virginia 

Hamilton, 
Emily G 

2022 – Pres PhD  Postdoctoral Fellow, 
Stanford University 

Ashtari, 
Amirsaman 

2024 - Pres PhD  Postdoctoral Fellow, 
Stanford University 
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Trainees: MD Post-Doctoral Fellows 

Trainee Name 
Training 
Period 

Prior 
Academic 
Degree(s) Trainee Awards Received 

Current Position  

(Past Trainees) 
Source of Support 
(Current Trainees) 

Scherer,  
Florian  

2013 – 2016 MD 2016 ASCO Travel Award;  
Deutsche Forschungsgemeinschaft (DFG) 

Assistant Professor, 
Freiburg University 

Krishnan,  
Rashi 

2014 – 2015 MD Stanford Innovation Award Assistant Professor, 
University of Arkansas 
for Medical Sciences 
(UAMS) 

Aleshin,  
Alexey 

2014 – 2017 MD NIH T32 Chief Medical Officer, 
Natera 

Dudley, 
Jonathan 

2015 – 2018 MD Damon Runyon Postdoctoral Fellowship Assistant Professor, 
Johns Hopkins Hospital 

Schroers-
Martin, 
Joseph 

2017 – 2024 MD Stanford Cancer Institute Fellowship 
Award, ASCO Young Investigator Award, 
AACR-AstraZeneca Lymphoma Research 
Fellowship 

Assistant Professor, 
Stanford University 

Alig,  
Stefan 

2018 – 2023 MD Pending Clinical Fellow, LMU 
Munich Hospital 

Shyam,  
Ragini 

2019 – 2021 MD Tashia and John Morgridge Postdoctoral 
Fellowship Endowment 

Clinical Assistant 
Professor, Georgetown 
University Hospital 

Boegeholz,  
Jan 

2019 – 2023 MD Swiss Cancer League Postdoctoral 
Fellowship Award 

Assistant doctor, 
Department of Medical 
Oncology and 
Hematology, USZ Zurich 

Rossi,  
Cedric 

2021 - 2024 MD Philippe Foundation, Fondation Arc pour 
la Recherche sur le Cancer; Fondation de 
France; France Lymphome Espoir, Prix 
Bertrand Coiffier pour la mobilité 
internationale, Cancéropôle Est 

Post-doctoral Fellow, 
Stanford University 

Sugio,  
Takeshi 

2021 - Pres MD Japan Society for the Promotion of Science 
(JSPS) Postdoctoral Fellowship 

Post-doctoral Fellow, 
Stanford University 

Goldstein, 
Jordan 

2023 - Pres MD Lymphoma Scientific Research Mentoring 
Program (LSRMP), ASH Research Training 
Award for Fellows (RTAF) 

Post-doctoral Fellow, 
Stanford University 

Fontanilles, 
Maxime 

2023 - Pres MD  Post-doctoral Fellow, 
Stanford University 

Ransohoff, Julia 2024 - Pres MD  Instructor, Stanford 
University 
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Trainee Name 
Training 
Period 

Prior 
Academic 
Degree(s) Trainee Awards Received 

Current Position  

(Past Trainees) 
Source of Support 
(Current Trainees) 

Hosoya, HItomi 2024 - Pres MD LLS Career Development Program Post-doctoral Fellow, 
Stanford University 

Srinagesh, 
Hrishi 

2024 - Pres MD  Post-doctoral Fellow, 
Stanford University 

Lee, Caroline 2024 - Pres MD ASH Research Training Award for Fellows 
(RTAF), ASCO Young Investigator Award 
(YIA) 

Post-doctoral Fellow, 
Stanford University 

Osswald, Lena 2025 - Pres MD  Post-doctoral Fellow, 
Stanford University 

 

Trainees: MD/PhD Post-Doctoral Fellows 

Trainee Name 
Training 
Period 

Prior 
Academic 
Degree(s) Trainee Awards Received 

Current Position  

(Past Trainees) 
Source of Support 

Takahashi, 
Kazuhiro 

2011 – 2013 MD/PhD Research Award from Cicrosporin 
Pharmaco-Clinical Forum, Japan (2005) 

Assistant Professor,  
Teikyo University School 
of Medicine 

Kurtz, 
David M 

2013 – 2021 MD/PhD Advanced Residency Training at Stanford 
2016 ASCO Young Investigator Award; 
2015 Lymphoma Research Foundation 
Clinical Research Mentoring Program; 
NIH K08 

Assistant Professor, 
Stanford University 

Khodadoust, 
Michael  

2013 – 2018 MD/PhD 2015 ASCO Young Investigator Award; 
Leukemia & Lymphoma Society 

Assistant Professor, 
Stanford University 

Jan, 
Max 

2015 MD/PhD  Dana-Farber Harvard 
Cancer Center, Assistant 
Professor 

Mancuso, 
Michael 

2015 – 2018 MD/PhD NIH T32 Lead Medical Director, 
Genentech 

Steiner, 
David 

2016 – 2017 MD/PhD NIH T32 Health/Pathology Team, 
Google Research 

Chaudhuri, 
Aadel 

2016 – 2018 MD/PhD 2016-17 Radiological Society of North 
America Resident Research Grant 

Associate Professor, 
Mayo  Clinic 

Sworder, 
Brian J 

2016 – 2023 MD/PhD NIH T32; Lymphoma Research Foundation 
Lymphoma Scientific Research Mentoring 
Program Scholar, NIH K08 

Assistant Professor, City 
of Hope 

Moding, 
Everett 

2018 – 2020 MD/PhD ASCO Conquer Cancer Young Investigator 
Award 

Assistant Professor, 
Stanford University 
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Trainee Name 
Training 
Period 

Prior 
Academic 
Degree(s) Trainee Awards Received 

Current Position  

(Past Trainees) 
Source of Support 

King, 
Daniel A 

2018 – 2021 MD/PhD NIH T32 Assistant Professor, 
Feinstein Institutes for 
Medical Research 

Hamilton, Mark 2021 - 2025 MD/PhD Leukemia and Lymphoma Society Assistant Professor, MD 
Anderson Cancer Center 

Noordenbos, 
Troy 

2023 - Pres MD/PhD Lymph & Co. 

Marie Curie Fellowship ERC 

Post-doctoral Fellow, 
Stanford University 
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Active Protocols (Clinical/Animal/Laboratory) 

Protocol # Protocol Director Last 
Approval 

Protocol Title 

APB-4876-
AA0623 

Alizadeh, Arash 05/08/25 Identification of genes regulating key features 
of normal and cancer stem cells. 

IRB-6453 Levy, Ronald 04/09/24 Functional and Molecular Characterization of 
Human Hematologic Disorders 

IRB-11062 Lacayo, Norman 
James 

01/22/24 Genome, Proteome and Tissue Microarray 
Studies in Childhood Malignant and Non-
Malignant Hematologic Disorders (SQL 74816) 

IRB-12597 Fan, Alice 05/13/25 Investigation of Oncogenes in Cancer 
IRB-13500 Alizadeh, Arash 04/23/24 Clinical and Pathologic Studies in Non-

Hodgkin's Lymphoma and Hodgkin's Disease 
(SQL 76973) 

IRB-13535 
(VAR0006) 

Diehn, 
Maximilian (Co-
Investigator) 

07/31/25 Development of Novel Biomarkers for 
Personalized Detection, Treatment, and 
Monitoring of Cancer Patients (SQL 77923) 

IRB-13956 
(XBANK 
LYMST0001) 

Levy, Ronald (Co-
Investigator) 

05/15/25 Stanford University Lymphoma and Solid 
Tumor Outcomes Research Database Study 

IRB-14839 Majeti, Ravindra 
(Co-Investigator) 

05/26/22 Clinical-Pathologic Correlates and Outcomes in 
Adult Patients with Hematologic Malignancies 

IRB-15652 Alizadeh, Arash 08/30/18 Identification of Pathogens in Clinical 
Specimens from Patients with Unusual 
Hematologic Syndromes 

IRB-17666 Khush, Kiran 01/10/24 Genome Transplant Dynamics: Non-Invasive 
Sequencing-Based Diagnosis of Rejection 

IRB-25216 Alizadeh, Arash 05/31/25 LRF – Tissue Acquisition for Research and 
Analysis 

IRB-28205 Rogers, Angela 03/19/24 Stanford ICU Biorepository 
IRB-31067 Ganjoo, Kristen 03/31/24 Blood Collection for Research in Bone and Soft 

Tissue Tumors 
IRB-33886 Alizadeh, Arash 12/17/19 Modeling the Molecular Determinants of 

Induced Anti-Tumor Immune Responses 
IRB-36478 Nelson, Joanna 12/06/18 Infectious Complications in Hemophagocytic 

Lymphohistiocytosis 
IRB-36560 Majeti, Ravindra 11/30/23 Functional and Molecular Characterization of 

Human Hematologic Disorders 
IRB-37547 Diehn, 

Maximilian 
04/05/19 Monitoring Genitourinary Tumors through 

Analysis of Urinary Cell-Free Tumor DNA 
IRB-42220 Khush, Kiran 04/10/24 A Noninvasive Integrated Genomic Approach 

for Early Cancer Detection and Risk 
Stratification after Transplantation 

IRB-43375 Miklos, David 04/30/25 CCT5019: Tissue Sampling and Biorepository to 
Improve Cancer Cell Therapy 

IRB-51322 Poultsides, 
George 

05/12/23 A Retrospective Review of Patients with 
Gastrointestinal Malignancies 

IRB-55033 Diehn, 
Maximilian 

02/06/20 Analysis of Existing De-identified Genomic 
Data 
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IRB-55874 Diehn, 
Maximilian 

03/31/25 Developing Novel Diagnostic Approaches for 
COVID-19 

SCRO-380 Alizadeh, Arash 05/15/15 Functional and Molecular Characterization of 
Human Normal and Cancer Stem Cells 

 




