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Professional Experience 
Dr. Slager’s research program focuses on understanding the etiology and prognosis of 
lymphoma, including chronic lymphocytic leukemia (CLL) and its precursor condition, 
monoclonal B-cell lymphocytosis (MBL). Through her leadership and collaborative efforts, her 
program has identified the majority of inherited susceptibility variants for CLL. She has 
demonstrated that the inherited variants for CLL are a strong predictor of risk of CLL and of 
MBL. She has also been a co-leader in identifying inherited variants for other lymphoma 
subtypes, including follicular lymphoma, diffuse large B-cell lymphoma, and marginal zone 
lymphoma. Her work has also improved the understanding of the clinical consequences of 
MBL, a common hematological condition, demonstrating that MBL is not only a precursor to 
CLL but also a risk factor for other lymphoid cancers, solid tumors, and serious infections. She 
has given numerous presentations both nationally and internationally, has led over 15 funded 
grants from the United States National Institutes of Health (NIH), and is a prolific author of over 
375 peer-reviewed articles. She has served on editorial boards, committees for societies, and 
reviewer for many prominent journals and NIH study sections. 

Other Experience and Professional Memberships 
In addition to her research activities, Dr. Slager is engaged in education. She has taught many 
years in the Mayo Graduate School of Medicine. She has provided mentorship to multiple 
undergraduate students, Ph.D. students, postdoctoral fellows, clinical fellows, and other 
learners. Dr. Slager has also served on a wide variety of committees, including roles for the 
American Society of Hematology, American Society for Human Genetics, and the International 
Lymphoma Epidemiology Consortium (InterLymph).  
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